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7 ¢cDNA-RDA # R#fZ BXSB IR/ R
ERRIENER
B & ¥ WEs KRREFE KAk KEE S

(bRt BE Rl DA e 27 T A 94, Jbat 100083)

WE T E A A Bk A e ¥ 25 547 BT ¢<DNA-RDA ( ¢DNA-representational difference analysis) i A i ik
BXSB ZLBEAIE A BUAR A AL AL BRI T 3 ANB 3R IP S kRS (EST) H B, fE GenBank W0 X 5k 45 40 5 4
AF060113, AFO60111, AF060110, [A] B % 3L T — & 50 5 5 G 25 9 A G (0 Ak DR dun 306 4 s 3 3 A< 52t M
Line 1 F SeBEAF. il RDA $ A (A0 00 R 40Pk 20 BEARAE A A0 GBI AL R, 1 B S 258 009 1 L i 10F 5 442 1

) S8 B8y vk

KHIA RGPEARRE, fURMEZERS T, BXSB /M

FREHES R3ITI

RGVEL PRI (systemic lupus erythemato-
sus, SLE) &—MZILZ R4 . LN HS B
. RSB RS . SRR MR
17K, A A R AR L E H TN LR
FHORIE AR 708 LA, /N SLE B [ H B,
RRAERE T AL AR WL 9T, BXSB /b B2 3L
R A B, JCHERUAOR K, 5 NI SLE A
LI o 958 2 S RO BE R BN . b 4k B sk
H, BXSB /)N BUA 993 1) 40 Jf 2 HE A 1 1 960 i e ik
TR IE LT 400, 5 AR T RO B AR Y (1) 3
FACPEA KRR B, o 3R M I R 1
WHGE LR D, MM Fe e K Y O i &
B]: BXSB ME Rl Y B ok E S ALSE N Yaa JE A
(Y chromosome linked autoimmune accelerator) fig
i [ & ek e, H Yaa SERIA G AR
e gL 15 SR B/ B, AUHKB T A 5
G52 995 05 10 o) /0> B AR DAL B 6, T Yoaa [N
Lk B A SE A BAE T A S AN 2. BXSB /)b
Ut MEYE C57-BL-6 FEEYE SB/ Le 24481052k,
FAAF A LA, FATTEL BXSB /s BUH 41
MRS 41 (tester), LA C57-BL-6 /)l i i 41 /2
AXTHEAL (driver), FIH cDNA-RDA #i K, iy
T SLE %99 n €S (1 AH KA.
1 #RF7EZE
1.1 S8z

BXSB HE R, " H 3 E Jackson SE4GE, A
RN E TR, AL HAR . C57-BL-6 M
B, HAERTERR LR s P s e it

1.2 {RaHlE&

X 4 % BXSB il C57-BL-6 HE i, |7 i i £31
WBE, 43 R JC v UL, ] pH 7.2 Triss NH4Cl
VAR AL, e A R, THE AN, T
tester Il driver 140 iy £, 3L —3, L 3] 1 x
107/ ml.

1.3 Z0A35 RNA K mRNA H)$2EX

215 RNA [ HCRHT GIBCO BRL 22w 11
TRIzol™ R H, 412 mRNA [3EH0CR H Pharmacia
A7) 1) Quick Prep Micro mRNA Purification Kit,
BT A A 1 x 107 AN, 40 58 45 4 ) & 13 W
AT
1.4 Y04k cDNA HIE R

KMl Superseript"™ Choice System for ¢DNA
Synthesis Kit ( GIBCO-BRL) &4t (15 1 FIE, 4>
AAH EIA driver F1tester mRNA 5 Bg g, i
17 HUBE ROWUEE cDNA [R5 1. R ER AR 4% 5L )
21T
1.5 RDA &S AREZHER

PAF A& RDA J5 i it F SE A AP R 16 e 3L
RBgl24, S5-AGCACTCTCCAGCCTCTCACCGCA-
3'; RBgll2, 5-GATCTGCGGTGA-3'; JBgl24, 5-
ACCGACGTCGACTATCCATGAACA-3; JBgll2,
5-GATCTGTTCATG-3; NBgl24, 5-AGGCA-
ACTGTGCTATCCGAGGGAA-3';  NBgll2, 5-
GATCTTCCCTCG-3 .
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RUL S 3 BE XS SERZ TR 2 18] H AR X 3.
AHEZTTRS G ElgE T AR AR,
1.6 RDA ZFHH

AL WS R [ 6], S =5 R NG,
B WA 1.5% TAE Biflg P ik, glassmilk
(Clonetech) J7iE[fialift, vifER] pGEM-T easy
WA, HAL KA XI-1, PhAatwke, 159%
A, PEG JUiE2itbiohi, 5.
1.7 [RKL DNA F35E

ki ALE™ DNA Sequencer ( Pharmacia
Biotech) W= Fr. W Js I 4 45 A 5 WH 24T
Pt FH &t S S A A 7134 tH Pharmacia Biotech $24}t.
1.8 7 GenBank RHEITHF I LLEHZICHERE

H 00 e A 2 (077 208 ek v 7 WA heep < /7
www. nebi. nlm. nih. gov 7E GenBank 347 [A] ¥4 1
FLEL, 5 nr F dbest 2476 i J8 [RS8 2 (4 15 90 52 4y B
JEA, 3k GenBank ' [¥Jwww. ncbi. nlm. nih. gov
Bank It D REME 178 Hk X 67 4.
1.9 RNAFREERZK

SEREEAEY Pl BE SR, tester AT driver &
RNA & JG, AN P2 L&A 20 Bg & RNA,
A GIBCO-BRL 2w 4ili & 51 ¢ % ¥ HYBRE
SLOT™ ¥ & RNA £0 T DUPONT 22 # [f] Gene
Sereen Plus Hybridization Transfer Membrance . #£
EHRRIC A AL #4552  DUPONT /2wl ) Random
Primer With
AntifluoresceirHRP ( Dupont NEN NEL 803) i i
VS, — B X ORI 2 h SRS S, .

Fluorescein Labeling Kit

S F 5L MR HER
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2 & B

2.1 RDA

TEHEAT I =5 2428, tester F1 driver P LG 4]
G150 100: 1, 400: 1 F14000: 1. & 1 R WIAEHEAT
RDA Z il B —% RDA J5, 7347 ai Bk A4k
B, BEAT AL R EAT, tester T driver 3k

BIF S PN R S S ) | 1 R S
tester 57 R IE B RIE A HEIA.
I 2 3 4 5

Bl 1 FIF RDA#AKM%K BXSB/NREFRIEZERKEM
HBikER

1: PCR 45 1 Jii 4 b #fE ( 1545 .994 .695 .515 .377 .237 bp):

2: BXSB /Bl DNA JEH: T PCR ¥ 88 /8. 3. %

RDA 254 Ji7 1Y) tester cDNA PCR #8449 B1 DP1; 4:

¥ RDA A48 7 1 tester cDNA PCR 4734 = 4 B DP2: 5:

B8 RDA J448 711 tester cDNA PCR 3784 =4 &) DP3.

2.2 MFRERMELRRER
B3 #1034 e mail 84w ww. nebi. nlm. nih.
gov BEAT RIS PEEL B, &5 sk 1.

#z1 FIH RDA FHAMZR BXSB/hRAFRHEXER

i B [ii) Y5 1 SEEg] MAER

RB1" 175 73% (57/78) AR AL SRS AT H
B2 131 95% A RAME C4 HEA NH
B3 316 97% AR PEN Gallus JE[A NH
B4 268 96% AN Line 13604 Sl H
B6 390 98% ANEL 9 A ND
B7 246 97% /S B S MR AR R A H
B8 236 999 AN BRI R BT eDNA ND
B9" 154 81% (60/74) T 40 i 52 44k A NH

RB14" 157 91% (41/45) AN Braton s i % A SE A H
BIS 198 98% SIS A U R I S s A ND
B16 324 97% ANELEE A cDN A NH
B17 364 96% AN BB PE 8T cDNA ND
B18 198 97% /I Bl R 1 e R T R NH
B19 210 95% N MOPC P 1-450 JE[A] ND

VRTHERH AL, H B NH R BXSB /b i 22k s ek ND e ATH .
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MELEEERATIH. o 1.9, 14 5ifE 5 3

55 R A W sk, mTREABE DN, KX 3 A
FrBtLL dbest Jo U8 a6 8] GenBank R4k 0, &l
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SR AF060113, AF060111, AF060110, 43 %l
fir# 4 RB1, RB9, RB14, J¥41if W[ 2.

RBI
GATCATAACCATTAGGAGATGTGACTTATGGGATGTGATTAAGTCATAAGAGTAGAACC
CTTATGAATAAAATTAGTTCCTTGAAAAAGATACTCAGAGAGTAGCTAACTCCTTCCAG
TTTATGAGGATGCTGAAGAAAGATAGATGACCCTTTTCAAAAAGCAGACCCTTGATC

RE9
GATCAAAGTATCTACACTCCGGTCTTCCTAGTTCTTGAGGTTTAGGTTTTCTGCAAATTG
AATCTTGGATATTCTTCAGGTTCTCGGCTAATATCCACTCTATCACTGTCAGCATATCATG
TGTGTTYCCTTGGTGATTGGTTTACCCTGGAGT

RBI14
GATCAGTCAGTGCTCTTAATCGCTGAGCCATCTCACCAGCCCCTGAATAAATCTTTTTTA
AAATTAGGACATTTACTTTCTTGAGCCTTTTTTTGTTCGTTTGTTTTAAATTTCTATGAA
TACACTGTAGCTGTCTTCAGACACACCAGAAGAGATC

E 2 $FEE RB1, RBY, RB14 B9#%EE 55

2.3 mRNA JR4E2 3T

T RS A A (W T IEARS I T 9 /N B BeAE BXSB
A C57-BL-6 /> LR S6 40 e (1) I8 KT, AL
4 A Ny Rk B ek Ik (K 3).

Bactin Bl B4 B7 Bl4
119 99

geodd o

BXSB /ML
(tester)

B3 RERTFESMEREETIE RBL, B4, BT
RB14

3 i it

¢DNA-RDA $i A AE PCR HAR L) —Ff
WA A ik, eI Ad B RIA 22 Sk N, X
WF9E B 5 s A &, 2 H AT SR A
cDNA-RDA i RWF 5% BXSB /) [l 2% 5 & ik 5L K 11y
it HREF| BXSB /s B R 0% 5 3 i 40 i A K,
FRATTLL BXSB /) il 6 40 i #4 kL, R AT cDNA-
RDA $iA, WF0 T 76 BXSB /s B 99 v ) A e £
HIFSERR. AT 45 KB, 76 BXSB /) U 7 i
AR, S A B S R AT K R
PRI, WS SRR AR A, N IR e s

% 995 BLEE. Sekigawa 207V R JE W Sk i S
SLE IR AEAT# VIR R, 30 e s 4 (19 B0m L
ATHETE T W SR B 2L DAL ) 5 E 2 Al
SRR PR POE R, B R EPUR, shEA
GRBENE, FEE SRR, WK
HATH PR G YE, ArobiRdi AR, SR EIEH
Thit e SR S, 1R GRS, DI RA
MRL-Ipr/ lpr /N BT 1pr AR TG T Fas JEH 2 A
WEFHAEN T — DU R A Fas 2N A fig %
sk, lpr /DEUERZ Dt Fas IR ARIL, FEA
PR T PR S R A S, DRI AS A0 g i ace 48 O ™
A S RN ET A, it HLBE R A S RN B 4
MRS SRR, DRt ar G, B
KGHSLE MRAN, HW LT HEREY
BXSB /il 2 [ 56 AR i B A JAU RIS, A4S
RN X —FUREIWT T TR, nlhe A HE
() BES AT 9T R X

BROANFERISE,  FRATAIR 55 AbPIAS Bk R ik
ACFR ] B3, g RB1 5 52 JURE 2 8 (A A
ARG FIUETE, RB14 55/ S 2 R 0 J=) A7 488
m Y. Scher 2R3 SLE 94 /E 5 Bruton's
BRI ) 72 W A Ok, ARSI P13 RB14 5 /)
ol P58 2P Al S ¥ AT L [T A, T fié 5 Bruton' s
B 2 MRV A R — 5Kk, HARIA KW i e, I
P AL o] e e T4 S BR A A 28 ) e 4, A
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Bow ek Em A AN 2, FBSLE MkAE. |
SRR 2 AR S R R AT R R R, T AE
BXSB /A LR, Yaa J PR 25055 Ath B 5
WIEAH HAE ], A ek SLE Mk, %IEN
A fig At Bk B AT DN, 2 59500 Ik 2.

M2z, BATE WIEH DNA RDA £ A5
BXSB /> S e A WLEE,  UE B T 30 A SR 0
BEAFIEIN 5 SLE 2 [A47 — € [ AH G, [R) I 443 2
TPIA AT BE 005 AH OC I BT JE I8, S ik — 2D A5t
SLE [ HLEEPE £ 7 37 1 S0 8 R0 ik,

Bt BXSB /i G BB L HFZ I, 5t
it

2 £ X M
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Abstract

development of systemic lupus erythematosus ( SLE)

In order to isolate the related genes in the

in BXSB mice, bone marrow cells were seperated
from the BXSB and C57-BL-6 mouse, poly (A)
RNA was extracted, the cDNAs were synthesized by
reverse transcription, and the differentially expressed
genes were cloned by ¢DNA-representational
difference analysis (RDA). Three novel genes were
isolated, their accession numbers in GenBank are
AF060113, AF060111, AF060110; at the same
time, some genes that have been reported to be
related to the development of SLE such as endogenous
retrovirus and Line -1 reverse transcriptase were
found. This can provide a novel method to do further
research about autoimmune diseases.

Key words systemic lupus erythematosus, represen-

tational difference analysis, BXSB mice





