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Histone Deacetylase and It s Relationship with Gene
CHEN Jian, ZHANG Xiao-Qin,
FU JiLiang" ( Department of Military Hygiene, "

Transcription.

Institute of Medical Biotechnology and Molecular

Genetics, Second Military Medical University,
Shanghai 200433, China).
Abstract There are two kinds of molecular

containing histone deacetylase activity: One is

homology with yeast RPD3, and another is not
homology with yeast RPD3. These deacetylases have
different sources . exit in different complex , and
catalyze different  histone or other proteins
deacetylation; There are close relationship between
deacetylases and the regulation of gene transcription,
especially repression of gene transcription.
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