2001; 28 (4) S FES5EMEHERE

F{EEZ514 PCR #1TERE S 5%

Prog. Biochem. Biophys.

+ 501 -

54 B B A S B SRR AL

SRR kR

(TSR T 2R I X 4R

BT HMLRS AT R B AR S TR I DNA 2 A1 10— Rl il Uy ide, b aes 4 2% P i 2 T

P e AR . i TAE RS9 PCR (AP-PCR)

AP-PCR 4" 184 S W SESG 0P 9T, S a5 2.
B A 0.3 vmol/ L (45| 4 i,
KA (TG PCR, &1L,
ZERSES 0781

SN SUE I E S

PLIED 41 DNA B AIAT & 514 (arbitrarily
primer) HEAT PCR WF5¢ 5E K 22 25 M B Bk (K 58 4% 4y
oo EmRlEAE TAERNEEN A2 T, X
Tl i A I BB BLIE £ 10 5 0 AE — s ROV A R =2k
DNA 880, V&M ERS | he S5k 4 DNA AL
XF, AN I 5 | BT (P RO AR 58 4. 4746
ST DNA A B AR P8 25 A0 1) DNA
ey A A R AR B S N AE Y 1 e R ep HAH 5
M= AEHR4L ] PCR P74 KR M9 4k 5 9,
AT AR AR F e 4 39 25 F 3 B0 2BV 2 AN E 1)

AH Y, ARG E ™Y, K,
Mg™ ¥R . DNA BUBRIKIE |« 51900 5 4 1 Ttk
L

AP-PCR ¥ 34 7= i & F P2 ) 18 s AEWF TS
SR L AT RO E T, ARG Mg™ .
DNA FESRIE .« SIHHE X AP-PCR J W A& & 7™
A s, DRAIE LUK AT I HEAR R, EFE T 20 B
BEALS 14y e ™ A die A 47 S0 P9 A 5051 4 I AC X,
CAEXT AP-PCR #3854 3E4T T ARALAR ST, IF HiR
20 Bl 10 AL 5 [9 50 388 1 (K0 g 204 A AN i
BEXT 34 1) i 84

1 #MRl57H%

1.1 DNA ¥ R&E
A% 3% I WH O 12 W br 1WA B SRR HH b X 11
IR A 50 41 Bk i AHBE 50 i, I FE & 7 ml,

IR & FIAHE AP-PCR P-4 0,

AR BHR PRI -1 LEAR

TORBEWETERT, 5 ASE 830001)

. R R

SRR %, AT BEAL Y HR SO 1 P i LA A, A7
LR — R AT R R e R R R Mg™ IR, BERKE

G E A = AN PR AT I A Lk

ApPCR B (P e £k S Wi 4 fF 8 2 mmol/ L MgCly, 50 ng 1) DNA

2 Ik

$4H8 040 B LA S 19 Blin R Stafford J7 vE1 4l 42 54
DNA, HEBAiKE LS DNA, JFill 260 nm 4k A
i, SRIGERK 100 mg/ L, 4 CIRAEFFH, FH1EN
ARSI I FE .
1.2 AT 5

20 FHBEALS 1Y) (RAPD primer),
B2 (ANTP) )4 Promega /™ fifi. Taq DNA %5 B
(4 U/1l), PCR ¥ M2z pP i, MgClh & MBI /™ /i
PCR #JEH X Perkim Elmer 27,  ( Gene Amp PCR
System 9700 %), ZEAMGIEAL (Amersham Pharmacia
Biotech 7 7], Gene Quant'™ IIRNA/DNA Calculator
Ry ALL PGHAMHT“ 3 A R B O L (SR
HEF KRG (Hoefer SE410 Series
ey, IR S R 4

i U =

Beckman %y 7)) .
Amersham Pharmacia 23
( & Polaroid 23 w7 i) .
1.3 3¥&it

FERESCHR [3] JEHLT 20 Flo10 AN EBE KL
. ok FIRFES BT RCS I PCR. & IS 0 4k B
THRIEAR S KA PRSI, LA ST
TGCTCTGCCCC, S2: CTGCTGGGAC; JFAC A,
M9 1.

E4EE S E S
TR,
Tel: 0991-2562589, E-mail: askaryimit@ hotmail. com
RS T 2000-08- 21, #2521 1: 2000-12-11

IS I H (39960085) .



+ 592 -

EWME SE YRR

Prog. Biochem. Biophys. 2001; 28 (4)

1.4 PCR ¥ %

0.02 ml (AL H 844K & 5% 100 mmol/ L KCI,
20 mmol/ L. Tris HCI (pH 8.0), 1 mmol/L DTT,
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Fig. 1 Effect of DNA and Mg(l; concentration on efficiency of AP-PCR

(b) cancer group. M: ADNA/Hind lll markers. [, 13: 50 ng DNA, 1.0 mmol/ L MgClz; 2, 14:

50 ng DNA., 1.5 mmol/ L. MgClz: 3. 15: 50 ng DNA, 2.0 mmol/L. MgCla; 4. 16: 50 ng DNA, 2.5 mmol/L. MgCls:

5, 17: 100 ng DNA, 1.O mmol/ L. MgCl: 6, 18: 100 ng DNA, 1.5 mmol/ L. MgCla; 7, 19: 100 ng DNA, 2.0 mmol/ L

MgClh: 8, 20 : 100 ng DNA , 2.5 mmol/L. MgCly: 9, 27 : 200 ng DNA , 1. O mmol/L MgCly ; 10, 22 : 200 ng DNA ,
1.5 mmol/ . MgCly; /71, 23: 200 ng DNA. 2.0 mmol/ L. MgCly; 72, 24: 200 ng DNA, 2.5 mmol/ L. MgCls.

(a) normal group;

fEILAD PCR 26 fFAH A (200 Bmol/ L ANTP .
1 U/1l Taq DNA 48 . 2 mmol/L Mg™ . 50 ng

19 DNA) X510 BEBEAT T 88 B de £ 52 56 0F 5.
ik, WE2mW, EWASMHEAhkiE L .7

AP DNA fRECEAH (KB XA, 2. 3.
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W, AHLL 4 R0 i PRAR, AT ER L
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Fig. 2 Effect of arbitrarily primers concentration on
efficiency of ARPCR
(a) normal group: (b) cancer group. M: ADNA/SHind Il markers.
I: Water; 2, 8: 0.1 Bmol/L; 3., 9: 0.2 Mmol/L: 4, 10:
0.3 Bmol/L; 5, 11: 0.4 Bmol/L: 7: 0 Bmol/L (primer).
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Construction of the Optimum Amplified Condition
for Genomic Polymorphisms Analysis by Arbitrarily Primer (AP) -PCR’

Lo . .
Askar Yimit , Halmurat Upur, llhamjan Sabit
(Institute of Xinjiang Uighur Medicine, Urumqi 830001, China)

Abstract  Polymorphisms in genomic fingerprints generated by arbitrarily primed PCR ( AP-PCR) can
distinguish between slightly divergent strains of any organism. Sequence polymorphisms detected by genomic
fingerprinting can be mapped genetically or used in phylogenetic and population studies, but too many factors
affect the AP-PCR result. Sometimes. it is difficult to obtain a perfect genomic fingerprints are difficult. So an
optimization project with minimum times of test is needed. The optimization of the amplified conditions included
concentration of Mg2+ , concentration of DNA, concentration of primers were reported. The results show that
the optimum amplified condition of AP-PCR are 2 mmol/LL MgCly, 50 ng of DNA and 0. 3 Hmol/ L of primers.

U nder these conditions the AP-PCR productions are richness and the most clear.

Key words AP-PCR, polymorphisms, optimum amplified condition

" This work was supported by a grant from National Natural Sciences Foundation of China ( 39960085) .
- Corresponding author. Tel: 86 991-2562589, E-mail: askaryimit@ hotmail. com
Received: August 21, 2000 Accepted: December 11, 2000





