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Fig. 1 Analysis of NLS in RpL6/ Taxreb107 using the
NLS trapping system
(a) representative of the NLS trapping vector: (b) full length or different
fragments of RpL6/ Taxreb 107 was inserted to the multiple cloning sites
(MCS) of the NLS trapping vector and used to transform host yeast. The

growth of yeasts on selection plates was indicated on the right.
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Fig. 2 Analysis of NLS in RpL6/ Taxreb107 with EGFP fusion protein system
Full length or different fragments of RpL6/Taxrebl07, as indicated in Fig. 1b, was inserted in frame to the cloning sites of the pEGFP. COST7 cells

were transfected with the plasmids and the intra- cellular localization of the fusion protein was observed under microscope,
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Fig. 3 Time course of the intra cellular distribution of
RpL6/ Taxrebl107- EGFP fusion protein after transfection
Full length RpL6&/ Taxreb107 ¢DNA was inserted in framely to pEGFP

and expressed in COST cells.
(16 h, 32 h and 64 h)
fluorescence microscope. {(a) 16 hy (b) 32 h; (¢) 64 h.
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Analysis of Nuclear Localization Signal (NLS)
in Ribosomal Protein L6/ Taxreb107"
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WANG JiShu", YANG Xi", LI Rong", ZHOU Peng", ZHANG Miao-Li”, HAN Hua"
{ “De’p artment of Medical Genetics and Develop mental Biology, The Fourth Military Medical University, Xi'an 710032, China:

Y Department of Anatomy, The Fourth Military Medical University, Xi an 710032, China)

Abstract Ribosomal protein L6 ( RpL6, also called Taxrebl07) possesses at least three nuclear localization
signal (NLS) -like motifs. The activity of these motifs for their ability to mediate protein nuclear translocation
was analyzed by using a NLS trapping system established. The full length or different fragments of RpL6/
Taxreb107 ¢cDNA was inserted to the cloning site of NLS trapping vector and the resulting constructs were used
for transformation of host yeast. The result showed that the first two NLS-like motifs of RpL6/Taxreb107
induced the fusion protein to be transfected into the nucleus while the third one did not. This conclusion was
confirmed by transfection of cultured cells with (EGFP) fused with different RpL6/ Taxreb107 fragments. T he
results also showed that the first two NLS-like motifs of RpL6/T axreb107 have nucleolus localization activity.
When expressed in cultured cells, the RpL6/T axreb107 fragments containing the first two NLS preferentially
induced the fusion protein to be transfected into the nucleoli. These results are helpful for understanding of the
nuclear translocation of RpL6/Taxreb107, and also confirmed that the NLS-trapping system is useful for

searching NLS in proteins.

Key words nuclear localization signal, ribosomal protein L6, nuclear translocation, green fluorescence protein
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