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Fig. 1 The expression of NDR2 gene in different tissues
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(a) lung: (b) lung cancer; (c¢) colon: (d) colon carcinoma; (e) stomach: () carcinoma of stomach: (g) glioma. ( * 400).



2002; 29 (2) M FESE B ER

Jar 21 2 41 M 1 2R P BT DR 0 B P 8 S o
i (lklﬂbefor;Hﬁj{T.*nuuxjéllff‘m’m5sz|l L2E)
i H. NDR2 & [ 7E 1E 5 41 207 1 2 34 5 T 41 . 1)
Jgr gl ().

2.2 #¥ZEE RTPCRUE NDR2 mRNA Fi&7KF
2.2.1 NDR2 mRNA & D575 i A e o ges 40 23 11
2eik: NDR2 JE DA 78 i B 5098 41 28 b 3445 ik,
FAEmi b R IE i s TR AR (K 2). &
WZ B IH— AL B 5 R, AR R IR H A 7K
AL 204 55.7% (P< 0.05, Wi n= 3, J&
JFUH n= 6).

(a) 1
. NDR2
1.2 kb
(b) 1 6 § 9
G3DH
“7310 bp

Fig. RT-PCR analysis of NDR2 (a) and G3PDH (b)
mRNA in human brain and glioma tissues
I: marker; 2~ 7: glioma; 8~ 10:

human brain.
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Fig 3 RT PCR analysis of NDR2 (a) and GAPDH (b)

mRNA in human lung and lung cancer tissues

I: marker; 2~ 4: lung cancer; 5~ 7: human lung.
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Fig 4 RT PCR analysis of NDR2 (a) and GAPDH (b)
mRNA in human colon and carcinoma of colon
I: marker; 2~ 5:
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Fig. 5 RT PCR analysis of NDR2 (a) and GAPDH (b)

mRNA in human stomach and carcinoma of stomach
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Fig. 6 Amounts of NDR2 as a ratio to GAPDH mRNA in
different kinds of tissue

# P< 0.05. H: brain and glioma: L: lung and lung cancer; C:
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B: normal; O: cancer.
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Expression Pattern of NDR2 Gene, A Candidate Tumor- suppressor,
in Different Human Tissues and Tumors

LI Jian, LIU XimPing, LIN ShurXin", DENG Yar Chun, MENG Qing-Jun,

ZHANG WemrHong, LI Shu-Jun, NIE Xiao-Yan, YAO Lt Bo™
{ Department of Biochemistry and Molecular Biology, Xi'an 710032, China;

D Department of Pathop hysiology. Fourth Military Medical University Fourth Military Medical University, Xi'an 710032, China)

Abstract In order to further probe the function of NDR2 gene, the expression of NDR2 gene was determined
in different human tissues and their relevant tumors. Tissues of human brain and glioma, lung and lung cancer,
colon and carcinoma of colon, stomach and carcinoma of stomach were collected for total RNA extraction and
paraffin-embedment. Immunohistochemistry and RT-PCR were used to examine the expression of NDR2 both in
mRNA and protein level. DNA sequencing was performed to confirm the result of RT-PCR.
Immunohistochemistry results showed that NDR2 protein was extensively expressed in the tissues. RT-PCR
further showed an extensive expression of NDR2 mRNA, with a higher expression level in normal brain and
lung tissue than glioma and lung cancer respectively, while no differences were observed between colon and
carcinoma of colon, stomach and carcinoma of stomach. These results suggest a possible involvement of NDR2 in

the genesis and progression of glioma and lung cancer, which provide a clue for further studies on NDR2.
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