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Fig.1 Successful rate related to different culture volume and
time

1 :Culture volume is 200 #1 otal, 37C, Sh; 2: 1.2 ml wial, shake

speed: 300 r/min, 37C, 10 h; 3: 200 ¢l wial, no shake, 37T,

10 h; 4: Directly dot from plate colony. available sequence reading

above 300 bp is considered a successful sample. Every column contains

98 samples. @: 10 1 PCR volume ; W :20 #£1; O : 100 w1
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Fig. 2 Electrophoresis of Colony PCR DNA products
M: NHind Il marker. [~ I1:
PCR result). 12, [3: PCR after DNA extraction.

randomly selected colonies, (3 is no
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GenBank %50y AL512542.
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Fig. 3 sequence sample
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Fig.4 Influence to sequence result by primer density
The final primers’ density o PCR is 1: 50 nool/L; 2: 0.2 pol/L;

3: 0.5 pumol/L; 4: 1 pool/L; 50 5 pmol /L. Every column
contains 98 samples. O : directly sequence after colony FCR; W :
primer purification after colony PCR.
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Colony PCR Apply to The Rice Genome Sequencing
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* National Cen ter for Gene Research of The Chinese Academy of Sciences, Shanghai 200233, China)

Abstract A method of using colony PCR products to sequence directly by controlling primer design. Less time

and cost than the normal way ( without DNA extraction and sequencing prior purification) . It can also detect the

false insert fragments by electrophoreses of the PCR products. One BAC DNA of the Oryza sativa indica 4"

chromosome has been sequenced by this method, the GenBank Accession number: AL512542.
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