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Table 1 Characteristics of nine STR loci

Loci Chromosome Repetitive sequence bp Allele
D351358 3p TCTA(TCTG) .3( TCTA) , 111~ 144 12~ 20
vWA 12p12-pter TCTA(TCTG) 34( TCTA) , 163~ 191 13~ 20
FGA 4428 (TTC)STTTT TTCT 214~ 257 17.2~ 28
(CTTT) ,CTCC(TTCC),
D851179 8 (TCTR) R 123~ 126 8~ 18
D21S11 21 (TCTA) W(TCTG) [ (TCTA)S 201~ 231 28~ 35.2

TA(TCTA)sTCA(TCTA),
TCCA TA](TCTA),

18551 18q21.3 (AGAA) , 283~ 334 12~ 24
55818 5q21-31 (AGAT) , 131~ 161 7~ 14
38317 13¢22-31 (GATA) , 201~ 229 7~ 14
75820 Tqll.21-22 (GATA) , 252~ 289 7~ 14

. 236 4 Jo R AL BB AN BEEAT D3S1358 . vWA .
2 ERSWIR FGA . D8S1179. D21S11. DI8S51. D5S818.
F B 4055 ik A8 e b0 s A map Jriant D13S317 K D7S820 %5 9 AN STR 3k [H s it % A4

Table 2 Distribution of genotypes and allele frequencies of nine STR loci in Han Chinese of Beijing

D3S1358 vWA D5S818 138317 D75820
Allele Frequency Allele Frequency Allele Frequency Allele Frequency Allele Frequency
12 0.002 1 13 0.002 1 7 0.019 1 7 0.008 5 7 0.002 1
8 0.1610
13 0.004 2 14 0.1826 8 0. 008 5 8 0.226 7
14 0.059 3 15 0.019 8 9 0.072 0 9 0.169 5 9 0.055 2
15 0.3340 15.2 0.002 1 10 0.203 4 10 0.156 8 10 0.1610
16 0.306 5 16 0.196 8 11 0.324 2 11 0.243 6 11 0.3199
17 0.207 2 17 0.258 8 12 0.230 8 12 0.1335 12 0.2479
18 0.074 0 18 0.177 2 13 0.1229 13 0.0529 13 0.048 7
19 0.008 5 19 0.139 4 14 0.019 1 14 0.008 5 14 0.004 2
20 0.004 2 20 0.021 2
Total 1. 000 1. 000 1. 000 1. 000 1. 000
FGA D21s11 DES1179 D18Ss1
Allele Frequency Allele Frequency Allele Frequency Allele Frequency
17.2 0.004 2 28 0.033 7 8 0.008 5 12 0.038 7
18 0.029 4 28.2 0.004 2 10 0.114 4 13 0.207 2
18.2 0.004 2 29 0.2530 11 0.076 3 14 0.2216
19 0.056 6 29.2 0.004 2 12 0.120 8 14.2 0.002 1
20 0.044 2 30 0.277 4 13 0.203 4 15 0.154 6
21 0.086 3 30.2 0.014 6 14 0.2055 16 0.1102
21.2 0.006 3 30.3 0.004 2 15 0.197 0 17 0.086 3
22 0.1725 31 0.1250 16 0.067 8 18 0.044 2
22.2 0.004 2 31.2 0.082 5 17 0.004 2 19 0.051 6
23 0.216 6 32 0.014 8 18 0.002 1 20 0.023 7
23.2 0.0189 32.2 0.1123 21 0.027 8
24 0.1832 33 0.010 6 22 0.0257
25 0.1102 33.2 0.048 7 23 0.004 2
25.2 0.004 2 34.2 0.006 4 24 0.002 1
26 0.042 4 35 0.004 2
27 0.014 6 35.2 0.004 2
28 0.002 1
Total 1. 000 1. 000 1. 000 1. 000

n= 236.
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Table 3 Heterozygosity, expected heterozygosity discrimination power, probability of matching excluding probability

of paternity and polymorphic information content of nine STR loci in Han population in Beijing

Loci H He PM EPP FIC
351358 0.783 8 0.744 3 0.889 7 0.1103 0.560 9 0.738 3
VWA 0.8325 0.827 2 0.944 9 0.055 1 0.638 8 0.8156
FGA 0.8559 0.863 6 0.960 8 0.039 2 0.697 7 0. 860 5
D8S1179 0. 864 4 0. 841 2 0.926 8 0.073 2 0.716 4 0.830 8
D2IS11 0.839 8 0.813 2 0.943 1 0.056 9 0. 669 8 0.813 8
18551 0. 860 2 0.8128 0.964 5 0.0355 0.725 4 0.852 4
D5S818 0.7800 0.780 8 0.918 1 0.0819 0.615 4 0.756 4
135317 0.8220 0.816 9 0.939 7 0.060 3 0. 667 8 0.805 6
75820 0.796 6 0.780 6 0.918 1 0.0819 0.6122 0.8119

0.826 1 0.809 0
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A Study Using Capiliary Electrophoresis in Genetic Polymorphism of
9 STR Loci in Han Population of Beijing

PEILi"", WANG Jian"" , JI ArrQuan"”, RONG Liao Jiang”, WANG HarSheng”, DENG Hua"
(Y Institute of Forensic Science, Ministry of Public Security, Beijing. 100038, China;
* Bureau of NeiMengGu Public Security, Huhehaote 010051, China;
3 Institute of Forensic Science and Technology, Bureau of Hubei Public Security, Wuhan 430070, China)

Abstract Totally 236 unrelated individuals from majority population of Han Chinese in Beijing have been
inspected with 9 polymorphism STR loci D3S1358, vWA, FGA, D8S1179, D21S11, DI8S51, D5S818,
D135317, D75820 by means of capillary electrophoresis and fluorescence multiple amplification. The results
indicated a good correspondence with the Hardy- Weinberg equilibrium. Observed heterozygosity, expected

heterozygosity, DP, PM, EPP, and PIC were calculated for evaluation of forensic application.
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