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1.2.2 ARAEPUARFE 1 2. i A8 e AT 1R 1gG
ELISA KyMR 7620 87 293 43 I3 AL &, ik Hp
BHE B B 0385 A . e RO 7] 6 i B 5 3047 52 56
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Table 1 The epitope sequences of the UreB

No. Epitope Amino

sequences location
1 VSLAQLFS 560 ~ 567
2 ITFVSQAA 491 ~ 498
3 KVADLVL 429 ~ 435
4 ERQVLPVKNC 510 ~519
5 SIKEDVQFAD 327 ~336
6 APDIIKVA 283 ~290
7 DNEAGCV 252 ~258
8 DKYDVQVAIH 239 ~248
9 HIHFISPQQ 136 ~ 144
10 GEGLIVTAG 123 ~ 131

11 TNALIVDYTGI 71 ~81

2.2 UreB #{APR% Hp M EH A

FH da T 12 5 4T 1 1gG ELISA #9138 57 &, M
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10 11 25 AR EL TR 20 #5931 UreB 1044 BH 24 A #E 1ML 375
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23 SRMEREEME

11 B FITC ¥xic #) UreB £k 1415 Ik 5 UreB
PR MIHEARE LIS RE IR AT S, D43 (02986 i R i
1£ 140 ~170 mP 2 [i], & UreB HiABH AR UE LI
FEd NG, A 10 Bk (No.J~No.5, No.7~
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Fig. 1 The FP of the standard antibody using 11 antigen
epitopes to analyse

[J: positive sample; []: negative control.
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Table 2 The results of using ten UreB antigen epitopes to

detect the 159 serum samples

UreB Number of the samples (n=159)

. Mean
epitope  AFP< 25 mP<AFP 50 mP<<AFP AFP> AFP

(No.)  25mP  <50mP <100mP 100 mP
1 29 42 79 9 67
2 5 11 90 53 129
3 19 36 88 16 73
4 13 21 83 42 111
5 3 12 114 30 93
7 10 21 87 41 107
8 13 26 77 34 92
9 25 29 83 22 86
10 17 16 90 36 89
11 9 13 89 48 121
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YRS B SR R A USRS e H T O
TR G0 e 15 D8 B G e VIR DL S HE T 3R LA
JUR) ELISA 257735, th T8 P IR iR Jo /s 1 55 ik 7K
PR, A LB AR S % SR A S R RE IR 59
JEH AR B KT AR R R ALK, 2V IRz
SBFAHA BN, R AT R B A R 5 8] 148
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TEN T FP BOR TR e HT I AN, 35 A IR K
YU RALPRFBERE S AT 061, it 21 1)
PRI AT LA IR i PR N IR T AR K1 A



. 86 - S YRR R

Prog. Biochem. Biophys. 2006; 33 (1)

B, DA Ay AR 25 5 43 45 2L H -t R A 7 41,
AHHFTH 159 473 UreB HUARBIPER G FE A, A 10
il UreB HuJsU Ik rh i e AL H P I R A7, ik 45 %
W], No.2. No.5 Fll No.17 $TJ5 ik (45 5 vk Pk 7
G Hp I NBER - AR, DUk R s, R
UreB [ #bt R A7 ik

N FP B 3  Beb JsUTR R e s vk, [] i
HAT BRGSO (1 v ARy e A FP A U £ s
T, Ak, SHABTTEMILL, FP IS HAT LR
He:a LFFBOHTED BT, ATIBRAC, ]k 44 B8 R
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Rapid Screening and Identification of Dominant B Cell
Epitopes of UreB Protein by Fluorescence Polarization Assay”

GUO Hui-Fang, ZHANG Wen-Hong, WEN Dong-Qing, HAN Feng-Chan,
ZHANG Hu-Ming, LUO Jin, YAN Xiao-Jun™

(Institute of Gentice Diagnosis of Chinese PLA, The Fourth Military Medical University,
State Key Laboratory of Cancer Biology, Xi’an 710032, China)
Abstract

UreB protein as a target antigen 11 amino acid fragments from UreB protein of Helicobacter pylori (Hp) were

In order to develop a new method for screening and identification of dominant B cell epitopes using

synthesized by Fmoc solid phase peptide synthesis strategy, and fluorescein FITC was labeled to the N-terminals of
all peptides respectively. The antigenicity of synthetic peptides is determined by analyzing the recognition and
combination between peptides and standard antibody samples by fluorescence polarization (FP) immunoassay. In
order to screen the dominant antigenic peptides, the FP assays were carried out to investigate the antibodies against
10 UreB synthetic peptides respectively in 159 UreB antibody-positive antiserum samples. There are 10 of 11
UreB synthetic peptides have distinct antigenicity by FP assay. The results showed that 3 out of the 10 antigenic
peptides may be immunodominant, for the antibodies against them existed more widely among the samples and the
antibody titers were higher than those of other peptides’s. The methods for predicting and identifying epitopes are
useful for epitope mapping, and the fluorescence polarized method for antibody immunoassay can be widely used
in the diagnosis, typing and therapy of diseases in clinic in the future.

Key words antigen epitope, Urease B (UreB), antigenicity, identification, screening,fluorescence polarization
(FP)
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