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Advances on The Novel Drug Deliver System: Bacterial Ghost®
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Bacterial ghost is intact bacterial envelope which is lysised by the lysis geneE of PhiX174. It can be

space of bacterial, as a result, a recombinant bacterial ghost is constructed. Bacterial ghost, as a novel drug delivery

system, is becoming more and more concerned, which can deliver DNA and protein vaccine or other drugs in order

to have a better immune responses and therapeutic effects.
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