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Fig. 1 Oscillation model for the cyanobacterial circadian
clock™
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Progress in Molecular Mechanisms of Circadian Clock in Cyanobacteria

LIN Shao-Yuan, LI Shu-Bin"
(College of Life Science, South China Normal University, Guangzhou 510631, China)

Abstract Cyanobacteria are simple organisms which possess an endogenous circadian clock. Although the

cyanobacterial clock has the same fundamental properties as circadian clocks in eukaryotes, its components are

non-homologous to those of eukaryotes. The clock core of the cyanobacteria consists of the kai gene cluster and

three Kai proteins KaiA, KaiB and KaiC, which the kai genes encode. The interactions among the Kai proteins

modulate the phosphorylation state of KaiC, which generates circadian rhythm. The KaiC phosphorylation cycle

constitutes the pacemaker of the cyanobacterial circadian rhythm. And signal transduction into and out of the clock

core could occur via histidine protein kinase-based phosphorylation relays.

Key words cyanobacteria, clock genes, circadian rhythm
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