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Preparation and Properties of Long Half-Life
Recombinant Human Superoxide Dismutase.
Luo Xunyr, Wang Jingyi., Xie Bangtie. Li
Zhanging. Liu Xiaolin. Chen Xiaosui. (Labo-
ratory of Molecular Biology, Naval General
Hospital. Beijing 100037). Prog. Biochem.
Biophys. (China). 1994:21(3): 234

Recombinant human Cu/Zn SOD (rhCu/Zn
SOD) obtained from E. coli was covalently
linked with an amphipathic molecule poly-
(styrene-co-maleic acid) butyl ester (SMA)
When 42% free amino

groups of the enzyme were modified. 88%) re-

via amide linkage.

mained enzyme activity was obtained. The re-
sults of circular dichroism of rhCu/Zn SOD
and SMA-rhCu/Zn SOD indicated that the
structure of the modified rhCu/Zn SOD was
scarcely changed. Its biological half-life in
blood was prolonged 22 times. and its abilities
to resist pepsin and trypsin were increased sig-
nificantly.

rhCu/Zn SOD. chemical modifica-

tion of protein. SMA, genetic engineering

Key words

Purification and Properties of the Alkaline
CMCase Derived from Bacillus sp. 074. Wang
Dong. Song Guijing. Gao Peiji. (Institute of
M:'crébz’o!gy. Shandong University,
250100). Prog. Biochem. Biophys. (China),
1994:21(3): 237

An alkaline CMCase was partially purified

Jinan

from the culture medium of Bacillus sp. O74.
purified 27.9 fold by
sephadex G-100 gel filtration.

The enzyme was
ion-exchange
chromatography and hydrophobic interaction
chromatography. The enzyme was character-
ized by demonstration of optimum activity at
50C and pH 7. 0. and its molecular weight of
52 500 determined by gel filtration. The pH

range of the enzyme showing the activity is

from pH 4 to 12, and at pH 9 and 10. it can
keep 80% and 70% of the maximum activity
respectively. The enzyme was stable in the
presence of the most metal ions. surface active
agents and auxiliaries.

Key words purification. cellulase. alkaline
Extraction of DNA From Formalin-Fixed.
Paraffin-Embedded Tissues for the Analysis of
Immunoglobulin Heavy Chain Gene Rearrange-
ment. Zhang Jianzhong. Zhu Yuanxiao. Wang
( Department of

Jianan. Zheng Jianqgiang.

Kegongwe: Hospital, Beijing
100101). Prog. Biochem. Biophys. (China).
1994:21(3): 241

Gene rearrangement analysis plays an increas-

Pathology.

ing important role in the diagnosis of lym-
phomas. The possibility of detecting im-
munoglobulin heavy chain gene rearrangement
in formalin-fixed, paraffin-embedded tissues
was examined. 30 cases of lymphoid lesions.
only 11 have been extracted with high molecu-
lar DNA which could be used in southern blot.
and others showed DNA degradation in some
degree. The degraded DNA could also be used
in antigen receptor gene analysis after ampli-
fied by polymerase chain reaction. DNA analy-
sis using paraffin-embedded tissues has poten-
tial clinical and research applications in detect-
ing gene abnormalities in rare-and difficult cas-
es of lymphomas in which fresh specimen was
not available.
Key words paraffin-embedded tissues, ex-
traction -of DNA. gene rearrangement analy-

sis, lymphoma

Amplification. Cloning and Identification of
Full-Length Coding Sequence for Human
Myelin Basic Protein. Chen Junjie. Wang Ruo-

han. Cheng Hanhua. Chen Pu. Li Changlong.
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Yang Luchuan. (Department of Biochemistry.,
West China University of Medical Sciences,
Chengdu 610041). Prog. Biochem. Biophys.
(China), 1994;21(3): 244

A series of DNA primers specific for human
brain myelin basic protein (MBP) gene was
designed and synthesized. MBP cDNA {rag-
ment about 600bp in length was amplified from
human brain ¢cDNA library by using poly-
merase chain reaction (PCR) with the specific
primers P, and P,. The recovered PCR product
was flushed by klenow fragment and inserted
into pGEM-3Zf (4 ) vector pretreated with
Sma 1 and calf intestinal alkaline phophatase.
The recombinant plasmid was used to trans-
form competent cell JM 109. The positive
colonies were directly screened on indicator
plates. The recombinant plasmid DNA and in-
sert fragment isolated from four positive
colonies were analyzed by digestion with EcoR
I. Kpn I and Taq I. The different coding
sequences including MBP exon I —VI. 1 —
I, —WV and [ —V were amplified from
these clones with their corresponding nested
sets of primers respectively. These results
show that these cDNA clones contain full-
length coding sequence for 21.5kD human
MBP.

Key words
(PCR). human brain ¢cDNA library, coding
sequence for myelin basic protein.
pGEM-3Z{ (-+)

polymerase chain reaction

vector

Studies on the Purification of PPI and its Cata -
lyzing Activity for Folding of Recombinant
Xu Mingbo . Meng Wenhua . Ma
Xiankai. Unstitute of Basic Medical Sciences,
P. O. Box 130-3. Beijing 100850). Prog.
Biochem. Biophys. (China), 1994;21(3): 247

Proline isomerization catalyzed by peptidyl-

Proteins .

prolyl cis-trans isomerase (PPl) in wvivo is a
limited procedure in protein folding. In order
to study the catalyzing activity of PPI on the
refolding of recombinant proteins in vitro, PPI
is purified from pig kidney. and is investigated
the effects of the enzyme on catalyzing the re-
folding process. Results indicate that PPI in-
creases the folding rate without increasing the
correct folding ratio and specific activity. and
PPI has a high catalyzing activity even at very
low concentration.

Key words recombinant protein. refolding.
PPI

The Research on Vasoactive Intestinal peptide
Binding With Nucleotides. Zhu Ping, D.
MANN. R. GREENBERG. (Veterinary Insti-
tute. University of Agriculture and Animal
Sciences of PLA, Changchun 130012). Prog.
Biochem. Biophys. (China), 1994:21(3): 251
The interaction between VIP and nucleotide
was tested with advanced photo-affinity tech-
nique. It was found that VIP can bind radio-
labled GTP specifically and this binding could
be competitively inhibited by cold GTP (un-
labled GTP). The experiment indicated that
not only GTP could inhibit the binding be-
tween VIP and hot GTP, but also all other nu-
cleoside triphophates such as ATP, TTP.
UTP could competitively inhibit this binding.
although their inhibitions were a little weaker
than GTP. It means VIP binding nucleoside
triphosphate was a typical reversible binding
reaction. It was found also that GDP. GMP at
low concentration did not inhibit VIP binding
hot GTP but enhanced the binding. Connect-
ing with other researchers’ results of GTP in-
fluencing on VIP-receptor interaction. it was
considered that VIP could reversibly bind one
of nucleoside triphosphates and this binding



