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Abstract

Internet has provided on-line computer users

Electronic communication through

an effective way for information exchange.
For molecular biologists, they can not only
use the electronic mail (e-mail ) system to
send and receive message as fast as fax, but
also more importantly, can access large num-
bers of new moleuclar biology databases and
softwares. They can perform various sorts of
sequence analysis tasks, including homology
search against databases, gene coding region
identification and protein secondary structure
analysis, etc. A database, such as GeneBank,
can be accessed through the following ways:
(1) e-mail file servers, (2) file transfer proto-
col (FTP), and (3) Gopher, wide area infor-
mation server (WAIS) or world-wide web
(WWW). The BIOSCI bulletin board, spe-
cially for the interest of molecular biologists,
gives great convenience for molecular biolo-
gists to hold discussions of scientific topics,
ask for others’ help and communicate with
database staffs.
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*x®id WET, HEEDY, EEKE

FRHESMAERREEEL0ZES, JLF
E&W kF| R R AR RE. Tk
RARPLEE ., PRI ST | P SRR OT,
EREEFRT, AHEORETTHFER
A REFAIS, DBUR TR 24 AR H /YA
B TR Y B Ak LR R & HLH] BT A
R0, #EZEMBREAERRZF.
EHN$PREILLRES, a1 EER
RS A SNREE Z R IR O
RX— B EFE - BEET RS .
REFmIMNERFFZ LK FHHEERLZ, EH
HHXHMERA T EETHWE LRARE.
I L, R IR ek Wy (R — R A
EXSE—REELRENES, E3HRE
PRIESVEATRER. X -BERRER ZH
MATERREGEERRZS. RUEEE
Fzh#t, HEFEWENREBREHEER
FOESNEEE , B3 B P 0 Y R R
BT AARE & AR R E] R 05 1) Rk KF
Brinster ¥R M & FEREIMNEERERE
FRERFEM. UEXTHNREHEL,. B
MOMBEEREREEYPRERET IFEH
it ) 75 Bh.

1 AETHEBEREIRZPIHATHER

HERENMABIR AT RED, ERHY
BHEM . #YTk. MR REBETE
72 T L 30 0 48 Il o i 4T 2k U R 08I ST 4 1E B
HEMAXFE. BEAFXRNEFIRESE
MEMECTEARREEREM T A BB R
Hamer "M R T HIMEMN — £ SV I EF
Hik, XEHELEFEEMLETERKEAR
EEMHE, Y xEFHEBAEL PP REAL ST,
HATUFEEREN mRNA, X% B4 bk
SV k& mlg —MHNE T, WARPERE
R, HETFEMREAST FUREEZ
BLIME. XERER S FHBTEN mRNA 7E44
RN HERELER. FEHSEMRYA cDNA

RIAFIERR R BT polyA FFHISL, BHEEH
FENETFE EHE R, YR & 7
H A BRI mRNA # 744 g . il in— 2%
WEEE, GFEEAHA", ZRREFXTH
FREEHAENEFHRERAE. Ay
REEE™. BEIHEQREE" G KT
MEFNCEAEALEAS THE=EMEH
mRNA. XK BIESE, 80FF/EH, cDNA
FRBERERANE T, ERIOKFHE
Bl—EmE. XIRINE - BHERELTHS
F*f mRNA #RRARZLEN.

Reamig AR ZETREFRZ T, HER
B [N Zh P4k i 25 PR S R A0 I P AT R AW 7 Tk
EHTIWZERMPI TR, BT cDNA
5 T IR, H S EFAFFAR, cDNA F3ER
KMXBETRE BMEZANFE. FE
cDNA REBRACAMHELR. RERSE
WHBDAREZRRERB R, HERSH
FERE N B L5 3 A 5 R s Rk KT
K. THE T LR Em SRR SRR RE
MAE HMHE R ENFERNSYER
RIEFT L MAFTER T Z — A AR EH &
=8

2 RNEMREFHIR

TERF I N & F X 55 2 (H s 2 (R KR %
B mat, HAEFEIMAEARLRNEERNSF
WYER. BEAMAN—EWENN, ASFE
AREFEZEICH, 757 &% % F. Brinster
%M. Palmiter FUIHFR T HEHEN & TR
KBRS, IR ERKEE GGH) &
HAFES (H A.B.C. DAIHEF) 5K
LEHMEAEFE ¢MT-1) BaiFEE, EAR
ZREON A, 7E A RS AR R RUAT R R 3 A
mRNA /K& cDNA 4% EHRERI106F. 4
FRARMBH TR, SERSFOIHGE, H
RN EP R ET cDNA ¥4, [FBHEEE
EEMAERSY, SRR EMEBE BN
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Be i, A A 4H 51 BT B k80 % . By X iR IO BT
FERMEAR R EmE R AAERE X
— S ANNMEMERNREMRIIE S FRE
rGH REAS BT, 1M HEFHRFRERE
R RAMHERMER, KEEREH, Y HE
AHNEF AR, HFRXHERN GH BEAF
5|31k mRNA K84 Ch cDNA #{#FRE
KFHISEE). MEEHNET C.D HWENRTE
LB F T (O cDNA M{FRIXMME). EE
A A, C, D3IPAETFHHES, REKFSR
FENETANREKTFHE 2AEGTHE
HETFBEMBASTANER, BAESS
A, BAEFHIMMHED, HEKEN mRNA K¥
tt cDNA MR EKBE L. NEFBHX—HK
M EE NS F C. DINATS LR
ARY. X —Z5 RN E T A MREKTFER
KHWa. SR Whitelaw V£ fy B-ZLERE
HER BLG) FREAFT—HNEF, ¥HixmHt
EABRZHERS, NHEERNEIRAKE, 5§
BLG ZEFEAM A, REKFBEFL. 4
¥ BLG EERIITEREFE NI TFTHA
a-PEE A (o-AT) EEAEEE, FIREH
SHMEMHEMPHEMAAELRLNA-ATH
mRNA. M2 T, KA o-AT ZFEAFFHI, N
IS HEREFEBF, 10 AEFAIREMNTKIEL o -AT
FHR, FEKFEEE (7~8) g/L. XKHEH
—WEFHERAMTEHR—SIELHR. BX
AEEAFIEESREKTFESERSHE,
E R ANprREZ .

3 RERETFHEMW

IR & FRARMEBRHER S ER
RiERAEKE W, {HiFHEF1E mRNA I3
AR BRER, LI RFEHRINEEEE, FF3
TEXF cDNA #{F6F, IR RIEA S FIFEE
B F AR EmNE R E L. Palmiter FUR
BTHILFREEENS FETCHEA
&89 rGH BEHEMS5 3.3 ml KPR E,
FUTHE X R B TR . RS EER
I (rlns-1D REFAEFIGHCDNA S ¥, 5

cDNA #9448 b 6] L2758 mRNA # F 8 74%.
H—TRAEFH Ins-TEEHEFAEBETFA
B4 HF (hANGF) cDNA 5' ¥, &%
KA7AE. WREEBR, BHEFHAS WE
NAFHALEFNE FEE SR FZENF
5, By LSRR ERESE M PE AE rGH B9 8%E.

REW¥RBEANEF BT cDNA 5/ 5 7] ¥
BAEEEMRE, HLYBHMHEAMREEANS
FARHERI E R B 5’ set, HILEAREHHA
FFMEM, FRAKFE cDNA FREHIE. ¥
LFHBRENSTFETF cDNA 3’ Bt EEHLE
i, BT TiFREENEER. XBERIE
L, WAREFHMEMNRERMELTER.

ERREFEAWEMT B3hF, XHHE
B, mERAREEAB 1 B3+ GE-
1) 2515 rGH fl hAF (AMERHEAF)
BlE#E, ¥ rins-1l B& F BT hAF 5" 345, &8
REEASIME, TAF rGH H M. XFE—
Wi B3R R IAK T 5 T AW ARG RER
MBREASFHMLEEFUXR. H—8HRE
WERR A, #£ cDNA R MH &1 rf ER HEH
MERTPREEZIHNIEEE K H
ﬂn[l‘lu.l:i:_

4 ANEFEHALE

& F R RE RS LA AR [ s L R &
HERMEREZENEY. —REERET
BEFERFRIEEMNAETHE, ENRE
EEARSSYHEEFMERMER,; =
REAE THIENIT mRNA ERHNHBRE
B . SHREAREFREEZHRA
mRNAY), H—Fa[geE RN S FEHXHE—
HFE|, BIgEABCRERTaEE, wifEd
W RS L ESREHEERGRED

HeErXHHH ALl T. FYBMAS
FAL BRI AR —EBHE
H, SELAREFEERBGRNMETF LAY,
BNt EREBBAEE. HHRTFRALE
KBEREA THBTEREFHNEF
pierl XEREFRARMBIE TR T
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B. rGH f rIns-11 B H N & F AL B KB,
Rl FXENH"Y. CAMERE GHASF
% H DNase | B8R N, ERFRBEEZMK
GEAALRT, XL T HBNE FLmEe—
st R BRI R FRX—RHWEBEER, B
3T MR S B 2 1E DUXE— o Lk,
MAERMTRXETFHRES, SEFIHESH
HRETFEEAMED". T DNA FHIXEXE
B A3 Fouf 2 6L F % /M B K 5 5 .
FHR S5 DNA #9485 1E B b BB 202 4% /MA By
AL R M A B E RS R AR XY,
W[5 26 Fr 51 G LA K AT REME 58 238 & T U RE
K%, #—Hu, YF—-IHNEFRLER
BRI R, B FRENRYFEIAI LY R
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gﬁl’ﬁ]_

Brinster %DM 7 MT B3+ 5 rGH
EEMEERGTS, NEFHRFEFEFEERE
ol EABKREAEEMRY, RAENE
T B/S B F3LA R R 3 i B EEH IR
FrBRA. HEXTRENE FHNFENR
FHMEESIY. 53 GH, HAHBEEARET
HEZAHET. F— RAMT BITFE
rGH EH A, O 1GH ZEEMREFILT
EEMALYREL; ¥, rGH EHEFH
MR BERR A IR A ERRE, B TEAR
REEGNEFRE—-EHIERER, B
FHRARMESHHSFREEER T =0
AR FHETHFET NS FHE, WAL
BEAEFROF R MM S R EH Frgm. {H
REMRARBERFAIREX—ES,; &
W, DNETFESITLEHET cDNA
T HAREIRBRXIEES. Brinster™5di,
FENTTFHFER I —FEHFEZHIH,
BIfFfE— RS2 . WA R T
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KB TR B R B B F 7 AT, B
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EERW, HIELX—x, Choi U HET —
PATTHEE AERTTHREA—BF

5, HHEET CAT Z£EH>5 wmkEAGE, &
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S {4 b BB A PRV R R Rk CAT BEE M A
EE KKK, o H R BLF R R BT
R PEIRIG T R, 5 cDNA WAL, &
FHSURERIAS~2501%. XHt—HHANE
T BY B 4E FH B 35 K #3884 4 I R 9 mRNA
K. —EHFFRER, IFTEXMAENS T
mRNA M T ERERFEER W, &
RNA BiiEp el 2, X—aikY “EE/E
PER” HEER IBEREHNBRRESNE
o mRNA 2 FARE . XEARNEF
Xt e SR B 2 B HF D K B R A, {fH 3 mRNA R
ZRXEEIEH. B—HH, Brinster Vg H,
mRNA #] 3 & B & 5 7 3 /948 0 38 B B IE H
B, EXNHERRMSTP, NEFEERW
FH R AR RNA (L™, Choi 0%
MAEFHERBS, N FPEEM M
CAT BiEHE, I H T EE R ZERFRILM
1 B A Booz 4 20 40 A B R 1 . X FE 4
REZFEHIUEEL. EEFERR, W&i#EfT
4y BBt F KB RNase B K, EHIFENA
— 5E I HE.
BAEAEXNBEBFARENS FRESE
EREHRR S, KAANETHIFESIERRE
o AR E TR R R/ ME B UL
Y, RENESFUIEARCEAREZER
SR T HRABEFRNS R (H R, AT
HEFNNYERRLGEW, HARERERER
A, BRI E 734 GH EEEMREE
AR EEED. ERRERD, BB EM
FERMEEINBENE, GEBEER
P HLEH#TT. EANS FERERDY
BEEARE LWABEFEEMEZE, LEMT
# BIRKBTEAN S BEFERAKHET
Bk cDNA MUSMIHEFF, EffUEBTREAL
FrRe Ak T BRI, iFX iR T, ¥
BT TEHMHECFISEEENE TN, EX
B¥/MELE DNA HEERM, HREREDRE
UHEREAYERBEERDF L BaER, N
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ETHEENFINNTERELZRE Tl
AR LY EE. NS THMERET
X—AREH — P BERMEF, XEREHRT
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RHRBILFRFR Y — TN RER,
ERFT LT RAEARENZET, BIERE
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5 &

N TRER M B iR SR ER S WM ER
IR, E ] REIE A X — LU R R AE A
R 2 A7 1% 58 7 B4 FI oo i, S B 3
mRNA #9528 E 1, sl 28 PO TR S TF B3
BARTIRER R M ERREME. HEET
e & B TR 8 F P, SMRAS &
RERMMAREERRHENZ . RE
WE T REER X LY H DT HE—ETFR,
HAFTFHEERNYPERR LM ERELWEC
MERE. WEERHMEKRE, EARINNE
I, TERRBIRMEER D, @ HEEHAF
P —MA AT REIRAG RIE, T EAES K L HI L
TH[RER B RRRIE. WA KA cDNA, IR 2.3
ARFENET, 80 cDNA HAELFEE B
T5 i, AREAEREKF. £, FET]
HEFH— AR, R B RE M 4.
PRI B T XF AR G BR = FE5r T MR, R TTE A RE
M HETEENERE, ANERHRESNA
LI PR T I
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Effect of Intron on Increasing Efficiency of
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Abstract

sion in transgenic animal is reviewed. The dif-

institute,

The effect of intron on gene expres-

ference between natural and heterologous in-
trons in increasing gene expression efficiency
is analyzed and three possible mechanisms
which introns promote gene expression in
transgenic animal are discussed. It is neces-
sary to consider intron effects on constructing
expression vectors of producing transgenic
animal.

intron, transgenic animal, gene
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