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Abstract
rhodopsin, bacteriorhodopsin is characterized by
With elec

trophoresis method, oriented purple membrane

Optics and Technology,

Because of the structural similarity to
some visual response properties.

films are deposited on stainless steel electrode to

construct a photoreceptor with the structure of
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stainless steel/ purple membrane/ gel/ copper elec
trode. As illuminated by modulated light, the
differential

dependencies of the

photoreceptor gives rise to a
response. The
photoreceptor s photovoltages on the modulating
frequency and the incident light power are mea
sured. The analogy betw een the
bacteriorhodopsin s response to modulated light
and the visual flash and brightness are compared
and discussed.
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Abstract

of mica were imaged by atomic force microscope

Sciences,

Rat liver ribosomal RNAs on surfaces
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A number of
rRNAs were
The rRNAs were prepared by

(AFM)
images of 285-5.85. 185 . 58

obtained directly.

under ambient condition.

thawing the solution of low concentration of
ribosomes repeatedly to crumble the ribosomes.
The rRNAs were scattered on surface of mica
very well. The rRNAs prepared by this method
were always in three forms when they were scat-
tered on surface of mica. The structures of the
three forms of rRNAs were consistent with the
established models by computer for 285 5. 85 .
185 . 55 rRNAs respectively.

ports the models of the secondary structures of

The result sup-

rRNAs considered by the thermodynamic princi-
ple. It is demonstrated that AFM could provide
valuable

three- dimensional  information  of

rRNAs.
Key words ribosomal RNA, secondary struc
ture, atomic force microscope
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