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NaOH i & pH 7.5) il 1 min, 2% /P W 2
( Boehringer 23 ) [ 3} BRI % 19 WL T 9
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#F1 HEREPXBRIEZE GAP43 mRNA £+ 5 & FHBX L BEE
KR ERESY BTARDE dSL d5R d12-1, d12R d20-1. d20-R d30- 1. d30-R
1 2.31 3.36 8. 66 7. 66 10. 09 9. 61 4.92 4.15 3.53 4.12
2 324 3.25 8. 51 6. 86 8. 70 10. 03 4. 58 6.57 3.32 3.92
3 2.91 3. 84 5.23 6. 84 12.99 10. 08 4. 59 4.26 3. 15 337
4 2. 81 3. 46 5.72 6. 57 9.05 8.77 4.27 4.57 3. 86 3. 50
5 3.05 4.03 4. 85 5.01 10. 98 9.67 3.70 4. 06 4.05 3.78
6 2.69 3. 98 7. 60 7.34 8. 96 8.55 5.03 4. 38 3.52 3.74
7 6. 10 5.96 7. 65 7.24 3.95 3.71 3.61 2.93
8 6. 51 6. 60 7.09 8. 43 4.45 4.62 3.08 3.39
I 2. 84 3. 65 6. 65 6. 61 9. 44 9. 05 4. 44 4.54 3.52 3.59
5D 0. 32 0. 34 1. 46 0. 82 1. 89 0. 98 0. 45 0. 87 0.33 0. 37
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Abstract Using DIG (digoxigenin) labeled GAP-43

¢DNA as probe, the in situ hybridization method
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(ISHM) was set up with rat hippocampus slides as
The change of GAP-43 mRNA
levels in the vestibular nucleus area were investigated

12. 20

and 30 days after the operation. The results

positive controls.

by ISHM in the labyrinthectomy rats at 5.

demonstrated that labyrinthectomy increased GAP-43

mRNA levels. The application of ISHM laid a foun-
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dation for the research of regenerative sprouting,
synaptic remodeling and neuroplasticity in the
vestibular compensation.

Key words
proteir43 ( GAP-43) c¢DNA, digoxigenin ( DIG),

hippocampus slides, vestibular compensation
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JG 7 HriZ PCR P 41, ukSE™ 19 i vERA % ),
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