1999; 26 (6) M FEE5EMEHERE

Prog. Biochem. Biophys. « 581 -

SHR 5 WKY XR ' SIBALEFREEZSHT
AW KK B RV

(iR F R R R, PR AR PR R [N SO R 958 5, i 200032)

WE I TMEESHR 5 WKY KRUFIEAIZSE R ek ) 2 5, B T11G . AP6 5144 12 J# 1) SHR 45 WKY
KEENE mRNA AT T 2 e ok, 330 T 446 SHR K RUE IELN 2L rp g 0k 18 22 5 bon 45017, 38— 252 HriE W)
KR BN &AM E A 170 bp, 5 GenBank Wik (19 O 500 8 5 18 15 5] (1 ) 5 PRI T 809% , W] AE by oA S KL X 1Y

cDNA Jv B, JFsE 1 SHR KRR /N E 2 40 i .

FKER O ktErnmE R, mRNA 2508, T
ZFES%ES Q781

Jo5 R A v L S £ K 9 WL A A AT o 56 4 1 1
FEVE 2 5 R f i s R A e i R b, A
—ANFEEMEHA ARSI KRR (SHR) A&
MIE L H P WKY K Bl A 3 96 i e 45 s F) AN A A8
e, E AR PRk R A A e AR AL, itk
MRACESR, &35 SHR. HAT SHR (1 Lk %
R AR E M ORAE ok, IFBOA AL S A SR PR
L S AT (O S B RS, WKY by LI 3 i 1) o
ML BRATSEIGUESE: K 12 JAEE SHR R 2]
PR RL T 12 A#E K WKY KL s F)E, 2%
WKY K RUgh Bk [ 35 Fh i (RARERERD. A
TM%ESHR 5 WKY KB IR 2L Ik (R 3208 A
AT 25, A 12 JAE SHR KRS WKY KRG E
JUE 20 2R AT 25 5 SR B A .

1 MHE5FE

SHR 5 WKY K Bl 1 b ifg iy e il 5 7 75 )T 4
fit,

1.1 5 RNA g

WOMF: CRUBRE o WSk, PRt B e )
I, R G TR 7E- 70 Cal— 80 CIRAKHLIK
MR AE.

VF 4143 5 RNA 193l 424% #8 Chomezyniski!?!
()5 B T R - 8 - 5 0 — 2B R AT, IR S
A se0/ A agotUfH, SEREERIELLAHAE 1. 80 L E.

1.2 mRNA Z(E7R

mRNA 25 WoRnEiARZ WICHk [3]. L
M X3 % TG w3 FE s Ok 5-
AAGCTTTTTTTTTTG-3, BEHLGIH AP6 (11 Ik
¥ %: 5-AAGCTTGCACCAT-3 .

1.3 TASEHKHEE

J] pBlueseript (+ ) JiURL H il T-A v FERAA.
1.4 RNA EPiFE

cDNA FREFFRIC: $F AL pBS ki o 4 B )
FRAF cDNA HREF (B HE N TE4LL pBS Jit ki b 28 iy
PIERTHI B LB & 1 cDNA #4t), FIBENLS 432
BEATRRIC, T 25 oDNA BEHEE, TEKARICR
JNE[FY IR 4 2 h,

A AE . 2448« PEME . B e S I SR
[4]. A B L3 2R bR ic R ET BEAT 24 A5 11 JE
JEMEE 5 24 h SRR ph R b, i LA R T
BT A e B F B 1~ 4 JEJa A T e .
1.5 BHRRMZERFINE

LA pBS kL[ 2 s e A AT 10 T7 B ah 1
FF %0 5 51 %, WM ABI PRISMTM 377DNA
Sequencer 41 TR HE AT 4% 17 B2 17 50 0 2, Ji B
PR AT TR P Y, EITFEHE AN cDNA Fr B
(11751,

1.6 JRAIZAR

FAE 5 R 2 WA A BT, HBENLS ik
FIH Klenow i K DIG-11-dU TP krid 2 5 cDNA 48
Bf, fEARIC R N, T TS B 2 e R
cDNAFREHAT 100~ 200 AMRAE, MK bR KON
WHA 1 h 08 24 b, BEIARICRCE. X 2R R
WERUIF AL B B I BEAT UK V) v (30 vm ), £
FASTALEL | 2428« DIG e fbay 0 s W i 3k 43

TR F BN A (1332104) . R AILY bR AL 4 2 L
4 (90-527) . LigiliEg et Rl (97GS15) BEHhIHH.

U I A

YR H ;1998 08-08, 5[l HIW: 1999-02-23



+ 582 - S F SEMIMIEHER

2 &4 B

2.1 SHR5 WKY XREFALAERAREERER

ARSI T11G B AP6 51947 T mRNA %
SUR, SRR, A5 e kK
AR B A& R IA &, Hb SHR R
WKY 2 [u) &k 22 AR B U Ik PR 2 3K 11 4 A AH
[, (HAT L th BT 255 (RN &t AT oEk
St BRI 2 22 ), {HAE SHR K RLZ 1) BL &
WKY KRz, A7 B N Rk 16 4 iy L A
FIFE. KR — KA L SHR K U IE A7 A2 T
WKY K RUE A7 AE sl 308 W S 0 55 1 4 At 45 ok
ZESe gy, 1ML AR AE, B B4 — KAl A
SHR KRB E A 0 20k 0 W T WKY KR E
Rk, MR hZERA& 1, WE 1R,

- e

o . -

— g
———
-

oy ocn

E1 FTIIG. AP6 5|43t 5 R SHR XER & 5 R
RAVEMEIEHITH mRNA Z5 87
DD1 Jy 22 e 4y 1.

1 WKY X

2.2 ERFYINSEIER RNA i

N T GBI 22 e A AT HE— D IOWE A, X
Jesr skt | BHATY W5 & 2% B NE B 5 e v 9K 56
WE,  JF AR O AR RIS AT [, I 3L
H41 T pBluescript SK (+ ) T-A FoBEH k.

el T A T-A B S BT O B O Ak AL
IS g AR, M B SR TORL PR
WUIEE EcoR 1T & Hind MY G152 T £ —11
DNA Z&afr, 1 MCHE BE A 52 B 5k ] AH IﬁJ H’J i i
P P DB D) S D0 JCAH R DNA %47 ( . R
B eDNA F BEX 4L A T-A #Z'H\

Prog. Biochem. Biophys. 1999; 26 (6)

El2 EZF cDNAF 1 TEN FAHKGFHEIER
l: ADNA/EcoR1 + HindIll; 2~ 6: BRI/ EcoRT +
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ZEFEAT LAY 170 ANBE,  JLERIE T R
AAGCTTTTTT TTTTGGATTA  AGTGTTC-
TAT AGATAACTGT TAAAACGATT TAT-
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M 72% .
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Differential Display Analysis of Gene Expression in
Kidneys of SHR and WKY Rats. LI XinrBo, ZHU
YirChun, YAO Tai ( Department of Physiology,
State Key Laboratory of Medical Neurobiology,
Shanghai Medical University, Shanghai 200032,
China) .
Abstract
expression in the kidney of SHR and WKY rats,

In order to observe the difference in gene

mRNA differential display was undertaken to screen

differently expressed genes in the kidney of SHR and
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WKY rats aged 12 weeks by using T11G and AP6
primer. One cDNA fragment was identified in the
kidney of SHR and was selected as interesting band.
The techniques of T-A cloning, Northern hybridiza-
tion, in situ hybridization and sequencing of the
recombinant plasmid were used to determine the char-
acteristics of differentially displayed ¢cDNA fragment.
The results indicate that it contains 170 base pairs
and the incidence of homology with known genes is
less than 80%. it was located in the renal tubule of
SHR and no positive signal w as found in the kidney of
WKY.
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HESE2 & Pichia pastoris 57K FERIE

A BRI L
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(P IE R R L e e WE SR, R 200031)

WE LRI B A 8 (HRP) ASDO0T BLEE AR 8 HRP 45 K 55 0y 8 A S0 B4 F A, s oA
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e SO 403 nm.
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FRAES Q78
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FATTHE R AR AR T 7 [ 21 2 B HRP- €l 34
JEI eDNA #4923 pPICO L, FHEALF Pichia
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