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Fig. 1 PCR to amplify interval region
1: DL2000 marker; 2,3: PCR product.
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Fig. 2 Digestion analysis of pTMI
1: DL2000 marker; 2,3: pTMI/Cla I .
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Fig. 3 PCR amplification of NIN1
1: DL2000 marker; 2,3: PCR product.
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Fig. 4 Digestion analysis of pTTMIN
1: pTTMIN/Sal | +Pst 1 ; 2: DL15000 marker.
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Fig. 5 Sketch map of antigen expression vector pTTMINAg
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Fig. 6 SDS-PAGE of NIN2-C-myc fusion expression
1: Molecular mass marker; 2~7: Induction expression of 0/0.5/1/2/3/
4 h; 8: XL1-Blue (pTMI) control.
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Construction of The Antigen Expression Vector
Used for Library-library Screening”

GAO Rong-Kai”, WANG Yan
(Central Laboratory, General Hospital of Navy, Beijing 100037, China)

Abstract Selectively infective phage (SIP) technology was developed for screening interacting protein-protein
pairs. The in vivo SIP strategy would in principle be suitable for “library-library” selections, and the co-packaged
polyphage may be a suitable approach. In order to construct the antigen expression vector which can be
co-packaged into polyphage with phage displaying vectors, plasmid TG10 was chosen as the basic vector which is
compatible with antibody display vector. The interval sequence of phage genome was amplified with PCR and
cloned into TG10 to provide the packaging signal. It was named pTMI and it can be packaged into phage particles
in 10" level. The NIN2 region of gene Ill was amplified and cloned into pTMI under the control of lac promoter to
give pTMIN. Promoter trc was synthesized and replaced the lac promoter to give pTTMIN which permits the
fusion expression of antigen with N1N2. To test its ability for fusion expression, gene code for ten-peptide of
c-myc was synthesized and inserted into pTTMIN downstream to N1N2. After induction expression, the results of
ELISA and SDS-PAGE showed that it has been expressed successfully. When pTTMIN was transfected into cell
carrying antibody display vector p3AMHHB3, it was copackaged into phage particles in 0.3% to 55% after rescuing
with helper phage VCSM13.From the results it can concluded that the antigen expression vector was constructed

successfully and it can be used for library-library screening in theory.
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