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Table 1 Primer sequences and target
genes used in this study
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01105
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ATTGGGTTCACACCAGGAGTCCGTT

09511

gil126012538|refINM_00808<.2| Mus
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dehydrogenase (Gapdh), mINA
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IAGCCTCGTCCCGTAGACAAAATGGT
>Rvs_243b
AGATGGTGATGGGCTTCCCGTTGAT

59.9/60.0 | 0.0544

0.8531
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Reverse: ATTGGGTTCACACCAGGAGTCCGTT
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Reverse: AGATGGTGATGGGCTTCCCGTTGAT
Pgkl Forward: CGGTGTTGCCAAAATGTCGCTTTCC 448
Reverse: GGCCGGCTCAGCTTTAACCTTGTTT
B2m Forward: ACCGGAGAATGGGAAGCCGAACATA 665
Reverse: ACAGGGTTGGGGGTGAGAATTGCTA
B-Actin Forward: GAGCACAGCTTCTTTGCAGCTCCTT 994
Reverse: TCCTGTCAGCAATGCCTGGGTACAT
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Fig. 1 Results of primer set and virtual electrophoresis from MPprimer

(a) The specific information of primer set including primer sequences, amplicons size, Ty, penalty and relative mobility. (b) The 1.5% virtual

electrophoresis of five target products.
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Fig. 2 Agarose gel electrophoresis of single PCR products

I 1: Rpl13a (143 bp); 2: GAPDH (243 bp); 3: Pgkl (448 bp); 4: B2m
2.2 % E PCR FEYIHIRBENE SRS Bk D # (665 bp); 5: B-Actin(994 bp); M: DNA marker DL2000.
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Fig. 3 Agarose gel electrophoresis of different multiplex PCR products
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Improvement of Multiplex PCR Efficiency by Using The MPprimer to
Design Primers and Optimizing The Amplification Conditions’
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Abstract Multiplex PCR was used in many biological fields. Primer design and amplification conditions are
critical for enhancing the efficiency of multiplex PCR. In order to improve the multiplex PCR assay, five
house-keeping genes of mouse were selected to design primers for multiplex PCR analysis by using the MPprimer
program, followed with optimizing the conditions for PCR reactions. Result showed that MPprimer is a valuable
tool for multiplex PCR primer design. In addition, by optimizing the conditions for multiplex PCR such as the
annealing temperature and extension time, the efficiency of multiplex PCR assay could be significantly improved.

This work can be used to advance large-scale gene expression analysis in the post-genome era.
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