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Fig. 1 Physical map of electrophoresis chip
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Fig. 2 Schematic diagram of electrophoresis chip
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Fig. 3 Reproducibility of microchip electrophoresis with the same amplicon
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Table 1 Comparasion of different

surface modification methods

Modification methods R Degree of diffusion
DEH coating 2.3 1.75
Hjerten coating 1.53 1.86
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Table 2 Comparision of different sieving matrix
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Fig. 4 Fluorescence images of different injection and separation
Table 3 Comparision of different electrophoresis temperature
1 1C
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R 2.0 2.1 221 2.6 3.3 13 0.87

2.3 STR S EU#&0

Fo O S e ) RIS RS A, A3 kT L
BEFEA[) PCR 718 ) 11 Allelic Ladder 3#E47 5 Fr
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(180 2R TR 445 R e s Je o 5 43 A OS2 B T AH 22 1 bp 1)
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Fig. 5 Electropherograms of amplicon on chip
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Fig. 6 Electropherograms of amplicon on 3130XL Genetic Analyzer
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Fig. 7 Electropherograms of allelic ladder on chip
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Its Application in Forensic Science’
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Abstract  After optimizing the conditions of surface modification, sieving matrix, electric field strength of
separation, injection mode, electrophoresis temperature, injection time and so on, forensic DNA samples included
15 STR loci can be separated on Brofloat glass electrophoresis chip, using electrophoresis apparatus equipped with
confocal laser induced fluorescence detection system. The optimized electrophoresis system conditions were
obtained and DNA samples were successfully separated within 8min. The microchip electrophoresis system has
good prospects in the rapidly forensic DNA analysis.
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