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Fig 1 Subcloning of pFOG405
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—AEREE T, EREARELRE TR
S FIKENE T X — W5 IRERR A,

. EE MMM ERED RIS WERE
higE EENERY, R EBR+41—+103 HF
% PhoA N-MfufEShkimes (B 2). ®BM3
Bk 21 MF £ B 48 i Met-Lys-Gln-Ser-
Thr-1le~Ala-Leu-Ala-Leu-Leupro-Leu -Leu-
Phe-Thr-Pro-Val-Thr-lys-Ala BEEFFIEERN
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GAATTCTCATGTTTGACAGCTTATCATCGhTGGAIAAGCRTGAATATCGGCTTCGCGGTCACAGACCACGATCAC
LTTARGAGTACAAACTGTCEAATACTAGCTACCTATTCGTACTTATAGCCGAAGCGECAGTGTICIGGTGCTAGTG

AGCTTTGGAGATTATCGT
TCGAAACCTCTAATAGCA

- 130
GTTGCCTCATCATGCTGCLCCATGCGTAACCGGCTAGTTGEGGCCGCTGCCAGCCATTTGCCACTCTCCTTTTCAT
CAACGGAGTAGTACGACGGGTACGCATTGGCCGATCAACGECGGCGACGEGTCGGTAAACCGTCAGAGE TA

CACTGCAATGCTTCGCAATATGGCGCARAATGACCAACAGCGGTTGATTGATCAGGTAGAGGGGGCGCTGTACGA
GTGACGTTACGAAGCGTTATACCGCGTTTTACTGGTTGTCGCCAACTAACTAGTCCATCTCCCCCGCGACATGCT
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CCGCATCGGCAGGGTCATCCGGGCGCATCCACCACTCCTGATGCAGTAATCCTACGGTGCGGAATGTGGTGGCCT
GCGTAGCCGTCCCAGTAGGCCCGCGTAGGTGGTGAGGACTACGTCATTAGGATGCCACSCCTTACACCACCGGA

GGTAAAGCCCGATGCCAGCATTCCTGACGACGATACGGAGCTGCTGCGCGATTACGTAAAGAAGTTATTGAAGCA
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CCATTTCGGGCTACGGTCOTAAGGACTGCTGCTATGCCTCGACGACGCGCTAATGCATTTCTTCANTAACTTCGT PYRISD
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TTTTATTTTTTAATGTATTTGTACATGGAGAAAATAAAGTGAAACAAAGCACTATTGCACTGGCACTCTTACCGT
AAAATAMARRATTACATARACATGTACCTCTTTTATITCACTTTGTTTCGTGATAACGTGACCGTGAGAATGGCA
MetlysGlnSerThrIleadlaleuAlaleuLeuProl

CAAAGCACTATTGCACTGGCACTCTTACCGT
0 TTGTTTCGTGATAACGTGACCGTGAGAAT GCA
MetLysGlnSerfthrIleAlaleuAlaleulLeuProlL
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" ATGACAAATGGGGACACTGTTTTCGGsmeme PpFOG405
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TACTGTTTACCCCTGTCACAMAAGCCCGGA
ATGACAAATGGGGACACTGTTTTCGGGCCT PYK190

euleuPheThrProvalThrLysAla
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Fig 2 The Nucleotide Sequence of the Promotor and Signal’ Peptide of PhoA

gene from pFOG405 and the Sequence Comparision between
pFOG405 and pYK190
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’é Sk A Initiation site of transcription
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THE NUCLEOTIDE SEQUENCE ANALYSIS OF THE PROMOTER
AND THE SIGNAL PEPTIDE OF THE ALKALINE
PHOSPHATASE GENE OF Escherichia coli

Jing Guozhong, Liu Lijun, Jiang Meiyan

(Instituse of Biophysics, Academia Sinica, Beijing 100080)

ABSTRACT

The nucleotide sequence of the promoter and the signal peptide of E. éoli alkaline
phosphotase gene from pFOG405 plasmid has been disclosed and compared with the sequence
reported by Kikuchi et al. The result shows that the Pvull-Hpall fragment (144bp) co-
ntaining the promoter and signal peptide sequence from pYK190 plasmid is sufficient for

expression and secretion of foreign genes in E. coli. The deletion of the dyad sequence
(26bp) from 5’ end of the promoter region doesn’t affect expression level of foreign targer
genes The experiment also provids the useful information for construction of efficient
expression and secretion vector using the Pvull-Hpall fragment and studying regulation ef

gene expression.
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