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Calmodulin-Like-Protein in Prokaryotes.

Zhang Weiwen (Shanghai Institute of Plant
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Abstract Calmodulin is currently regarded as

a central component in a complex regulatory
system in the eukaryotic cell and imposes con-
tro! upon many of the essential metabolic and
phrysiological functions of the cells. But the
attempts to find such calmodulin-like-protein
in prokaryotes always gave controversial con-
clusion before. Since the first calmodulin-like-
protein was found in E. coli in the early
1980s. the protein factors have been detected
in many kinds of prokaryotes, and their regu-
latory functions have been found in sporula-
tion, cell fission of bacteria, heterocyst cyto-
differentiation, N, fixation and photosynthesis
in cyanobacteria etc. The recent research
progress in the field was reviewed.
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B1 REAVWEFHELSNEREMH0FHE

T—ZIHEMPR, EEERRTIEFER
ATAMES (cyclin)™, FEBE., NH, R
B, BEELEYFHEEART cyclin.

1988 4F Lohka & J\ il ¥4 3F ¥ JT\ 48 5P £
ARG MPF #4177 &4k, KB EBHMN
Fl A E . 4 F RS A1 45 000 #1732 000,
fib {152 B P N FE B 8 p™ Pk X 4R 4 B9 MPF
HEFT RN R UIIE LI, 45 Ruk i
32 000 EEE p* M FEFEH . Xt 45 000 HE
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2. pp’* (phosphoprotein) &EH, - F &K
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cycle) ZE B ™ Y; £ S. cerevisial F &



*104 - EHitE5EmHEHRR

Prog. Biochem. Biophys. 1995; 22 (2)

CDC28 #EH@ ™. HIGERIEAN MPF B i
LR, EHARERSSEEE. pp* R RE
“Start”fI M AR, ERH T N &RE 15 L
BAERBE Tyr WK S =88, BS
cyclin #EERM, EH#HT DNA ¥ E H &%
MM B8 BEAN. pp* B8 1E B PH R cyclin, —
B M-cyclin (185 B- cyclin), ## M #Hip9
#EA. B—FR Gi-cyclin BH#E “Start” B
H. B cyclin 1 pp™ E A IR FHIFEN
XS, EMWREESCESHERED
(AN, s, WEMEES) hgri.

2 BRR AR

LR EEAM M A G, M5, M-cy-
clin BEf#, pp L BBERRIL TR IE , A Gi-cy-
clin 2 8B R, 5pp" SR ERE 5K,
HERAFL/EREAMEIEE, Lot
BEXEERRET, FENSHRARE
(ACGCGTNA) #44, E3h5 DNA H il
K EEBE. cdeb, cdce8. cde9, cde2l, Efil4
W 9tE DNA & 8. HIH M. DNA E &R
MRS B EE, {F DNA BRI EH. FnR
A IEER pp* BT HMEFRE Foct 1, EHES
SFHEA HB WEHX, REFRXM, f#Hd
Ra#EA S 8.

AN S HHEA G, BIEEF Gi-cy-
clin pEfR, pp*&iE. #3F M-cyclin X &EX &

BRR, SEBRRIULHERES pp*%Ea, B
MPF. £ G, I X, ¥ F L AR FER,
cde2s BEHE#TRIE, HFYR—FEOBHR
B, {¥ pp™ @ Tyrl5 #1 Thrl4 B8, Wi
WEEYE. EREATE . BHEEB
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3 CDKs ¥ cyclin fYB3R &

EXZAREDFELRALEF, AHES
HNUHMHE—, AMTEESH “BLHR” M
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Abstract

regulation has been made a great prograss.

Recently the research for cell cycle

People have gone deeply into the cyclin family
and p*family to find out their regulation func-
tions in cell cycle and the relationship between
them. Simultaneously, many regulation fac-
tors which are related with them have been
found. All of these factors interact to form a
very complicated cascade regulation network.

cell cycle, MPF. cyclin, CDKs.

growth factor
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