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Abstract
choline dehydrogenase was further purified by

the SDS-PAGE and electroblotting methods.

Both the lipids and detergents etc. were removed

Solubilized rat liver mitochondrial

during the process of purification. The amino

purified CDH
VAAAAGGGKD.
Although the sequence showed high homology

terminal sequence of the

was determined, it was:

with mouse COS protein, rat adenylyl cyclase
and human oxysterok binding protein, there was
no similarity with CDH of E. coli.
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Abstract

manipulate intracellular

Photorelease technique of Ca® can
calcium  concentation
( [Ca® 1;) by photolyzing specific photosensitive
Ca® chelator in the cell to change its affinity
with Ca®* . This technique is especially useful in
elucidating the intracellular messenger role of

L2 .
Ca™ in cell

excitability, muscle contraction and secretion,

functions such as electrical

etc.
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