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The Multiple Functions of Molecular Chaper

ones. YU Jun, MA Kangtao, ZHANG
Narheng ( Department of Biochemistry and
Molecular Biology, Beijing Medical

University, Beijing 100083, China).
Abstact

one families are widely distributed from prokary-

The members of the molecular chaper
otes to eukaryotic cells. The molecular chaper
ones function in vive to recognize and stabilize
unfolded or partially folded polypeptides, and
protect polypeptides from inappropriate intra or

interchain interaction. In some circumstances,
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the chaperones interact with native proteins and
promote rearrangement of oligomeric complexes.
Stemming from their ability to recognize and

modulate the state of folding of polypeptides

within  cells,  the molecular chaperones
serve many  functions including  mediating
mitochondrial protein translocation, regulating

signal pathway and being involved in microtubule

nucleation.

Key words molecular chaperone, protein

translocation, signal pathway, microtubule

nucleation
’ AFE I3
RIZ R R

PR e X K
Tk 400715)
AN TR RS 40 M o 96 3R 2 06 R AL MR (1 B, W ATM . RADS3 . CHK,

WE  HErC AR
A RENE R R iR g
XBRIW AN, R
ZFRHES Q28

EARA AR,
&A%, A

21 Y0 JU0 2 15 3 82 23 2R (X A T A
SPGB N — I L5 R SE U & T I A
Feotd B, fEiX—ab R, sEy i, %
Horinf, RJGFEEEIMAD T4, A
ﬁLHHH (A& B T 50 “EAXHI Howard 1 Pelc
SEUEH, R K an e RS 3 R o g PUAS I G
W (DNA £ e 30)) A0S U] (DNA &k
W) . G2 W] (freeoruEi) KM W (fF
235000 . iR AEan R I 2t Gl -
S—G2~M 1 5e LG, LY 40 i A 39 %
I A ELAA () AR A AN A AL 30 2 VRN R
G, UL R T A7 22 4y 2410 e 1 TN 7
(maturation promoting factor, MPF) . J& &
F1 (eyclin) F1 40 2 43 %2 F ] ( cell division
cycle) FEMAAE, HiGEE T ML KF . 931K

KA

LA SRS 2 2 0 3R AT VF 2 4.

BIFFUAN LS IR I LB i 3. 80 £RAUR,
Murray A1 Hartwell 2502V 8F 57 7 40 Jfo & 303 o
YRR AR A AR BRI O R S, $R
a1 B GR35 ( checkpoints control) 1]
MRS, I OGS 42 1) Th B A2 O 1IE 40 1 3 A
A A 5 Y T $ R AR B U
1 XFIREMRIMERGE

PR SRR S 55 1 B RE A o A L 30 iR
Jif, WFLE RN Y, RS SUR 4N o R
S8 W5 4 IR I O R 4% 1) B HH B AL L
HAG 5 (AN . v JF2E) B8R DNA %edk
Ak FE 53 24 40 it i DNA 45347 5 LT DN A

Wk e 1996 12-11, 44011 #: 1997-06-06





