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Progress in Study of Plant Antifreeze Proteins.
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KUANG Ting yun ( Institute of Botany, The
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China) .
Abstract

Antifreeze proteins ( AFPs), which
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depress the freezing point of water below the
melting point ( producing a characteristic thermal
hysteresis), are well known for their antifreeze
activity in both fish and terrestrial arthropods,
but have only recently been identified in plants.
The discovery, biochemical characteristics and
the role in freezing tolerance of plant AFPs have
been reviewed. Furthermore, the general mech-
anism of depressing the freezing point of water of
AFPs has been discussed. The discovery of AFPs
intrinsically produced by frost-tolerant plant is
very significant. Isolation and characterization of
genes for AFPs may provide the targeting infor-
mation essential for the successful transformation
of freezing-sensitive crops and fruits with genes
encoding AFPs.
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Abstract Many new genes and proteins are
induced under stress environment, following the

University,

increasing concentration of the abscisic acid. Up
to now, hundreds of ABA-responsive genes have
been cloned and most of them can be induced by
exogenous ABA, these gene’s expression prod-
ucts are deduced to play an important role in the
gain of stress tolerance. As to the stress signal
transduction, it is considered that there may be
multiple pathways and regulation mechanisms to
be involved. The recent progress is briefly
summarized about the ABA-responsive genes.
Key words Rab gene, stress, function, signal
transduction





