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1.1.2 ALk Al 2 4989 HAME
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10 mmol/LL Tris HCl pH 7.8, 5 mmol/L DTT,
60 mmol/ L. KCI, 1 mmol/ L EDTA. ¥t 37 CJz
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Tritor 100, 1 ~ 3 mmol/L MgCl,, dATP.
dCTP . dGTP . dTTP %4 0. 1~ 0.3 mmol/ L,
SADF 5145 60~ 160 ng, HiH DNA 0. 0064
~ 4 ng, 1 {7/ Taq K5 (Promega /™
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K 1 min, 72°CIE 90 s, 35 MEH G 72 CHE
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KCL, 10 mmol/L TrisHCl pH 9.0, 0.1% kKl W LEEREJEHIMT FREHE.
- J CTGCAG=-- - - - CTGCAG=- - - - -~ 3
R GACGTC- - - - - GACGTC=-=-=-=--==~-~ 5
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H SADF VEiE$¢ 15, 16, 21 55140 P
ANFBEEFAGEM C108 BEATY 1 (K& 2), &
1. 5% B EHE e e o Dk RS W 2% 1, g — 97 1 %
MEIREIRTT 20 LA L9 18 1 Be,  RERL I 11
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ANGIWIAE KSR C108 W) ¥4 £ A& vk A I,
o, g1 15383 A28 E, 919 16
[BEISANAZERE, 5119/ 3ANZER
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AR, ) SADF 2 &y i M e 34543
FARICER T M T R A Ay 1 B
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— RIIEAMY 3 KB 7 3 BRIEIIE PR TE
14, XL 5| Y3k AT ik B kY 14 15 20
SADF #7id, 5 RFLPs #7ic, RAPD Frid—
I T A KA1 7 13 B e

e

M

B 2 SADFFIERER S FHrid
M: ADNA/ EcoR 1 + Hind I, a: CI108: b: Kif.
1: 1555% (GAA): 11: 16 54514 (CGA); I
21 5514 (GAC).
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The Polymorphic Analysis of Silkworm Genomic
DNA by an Effective Method —SADF. HE
Ning-Jia, LU Cheng, ZHOU Ze Yang, XIANG
Zhong-Huai ( The Key Sericultural Laboratory
o Agricultural Ministry, College of Sericul-
ture,  Southwest Agricultural University,
Chongging 400716, China).

Abstract  Genomic DNA extiracted from the
posterior silk glands of two silkworm varieties,
C108 and Dazao were digested with Pst [ and
ligated with synthetic adapter. Selective ampli-
fication of DNA fragments ( SADF) was per
formed using suitable primers which annealed to
adapter regions. Agarose gel electrophoresis
shown that DNA polymorphic fragments were
appeared for both C108 and Dazao.
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