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Abstract

for protecting host cells from damage by complement

MCP is an important membrane protein

because of its wide tissue distribution and cofactor
A human MCP ¢DNA containing full
RT-PCR from

The target gene was cloned

activity.
encoding region was obtained by
Chinese human embryo.
and sequenced. The data indicated that there are
forty-five bases deletion compared with the counter
which leads to the deletion
The PCR product

including 369aa open reading frame was one of the

parts previouly reported,

of fifteen amino acid residues.

ten isoforms which had been reported before and it
was named M CP-C,.
Key words MCP ¢DNA, RT-PCR,

sequencing, alternative splicing, isoforms
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