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Binding Peptide Selection from Phage Peptide
Library by Using GST Fusion Protein as Target.
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Abstract Recombinant glutathione S-transferase

(GST) Vpr fusion protein was used as target to select
Vpr binding peptide from phage peptide library. By
immobilized the GST or GST fusion protein to
glutathione agarose gel, binding phage could be
quickly panned and eluted by reduced glutathione.
The sequencing result show that a WWXF motif exist
among the Vpr binding peptide. Comparing with the
classic biopanning method by coating target protein
on plate this provide more quick and convenient way
to screen binding protein from phage peptide library.
Key words
peptide library, Vopr

phage display, GST fusion protein,
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Determination of Protein Extinction Coefficients by
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Abstract

accurate determination of protein concentration. Y et

Quantitative study of protein requires

without a reliable value of protein extinction coeffir
cient, it is difficult or impossible to determine protein
concentration by the usual UV spectroscopic means.
On the basis of the extinction coefficients of tyrosine
and tryptophan in 0.1 mol/L NaOH solution, a
method was introduced for determining accurate
extinction coefficients for proteins at 280 nm by pro-
tein alkaline hydrolysis. Meanwhile, this method is
calibrated against several proteins whose extinction
coefficients are known from references. The results
show that the extinction coefficients of these proteins
determined by the alkaline hydrolysis method are
accurate.
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hydrolysis, UV spectromelry, tyrosine, tryptophan

protein extinction coefficient, alkaline





