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Abstract Calcineurin ( CaN), a Ca’* / calmodulin
dependent protein serine/ threonine phosphatase,

broadly distrbutes in various mammalian cells and
involve into regulation of cellular function. It was
known that CaN play a central role in T cell
activation and is essential to transmitter release and
synapic plasty. It is reported recently that CaN is
likely a link of Ca®* signal with cardiac hypertrophy.
The advances in the molecular structure, enzymatic
propertied, distribution and biological function of
CaN were summrized.
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Abstract

cryoelectron microscope, X-ray diffraction and the

With the technological developments of

growing data available on various components of

ribosome, some marvelously intricate structural
models of the Escherichia coli 70S ribosome have
been reconstructed. The picture of the ribosomal
model are detailed,

mRNA,
tRNAs and the peptidytransferase within the inter

including the placement of the

the arrangement of the A-site and P-site

face gap as well as the path of nascent polypeptide
chain, which results in a better understanding of the
structure and function of ribosome as well as the
translational process.
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