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Fig.1 Two models for DNA replication and transcription
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A Novel Model for DNA Replication and Transcription
E
ZHANG HarBo , DING Hua Sun
( Department of Biology, Yunnan University, Kunming 650091, China)

Abstract In two models for DNA replication and transcription, traditional one known as sliding model

postulates that proteins involving replication and transcription track on the DNA template as a locomotive. In

factory model proposed recently, those proteins are immobilized on nuclear structure, to pull the template.

Growing evidence from biochemistry, biophysics, and cell biology suggests that the factory model is an actual

fact in vivo.
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