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Fig. 1 Schematic diagram of SteS signalosome
Bl 1 Stes ESHESHETER

IR
Tel: 010-68272105, E-mail: liyong@ nic. bmi. ac. en
Wk H . 2000-09-18, 572 |1 #]: 2000-11-03



2001; 28 (4) S FES5EMEHERE

H R EMAN I Z AL A G, WESHNT G &
F1. Al GBy WAL (Sted/ Stel8) i 25 Ga W3k, FIE
BRI SteS 454 (B 1) . BEMEGE Ste20, TR
MAPK #&48 H =AMZ 0 38 Stell (MAPKKK),
Ste7 (MAPKK) #11 Fus3 (MAPK)®,
3 WMEBRRER
3.1 AKAP

HEAWEE A (PKA) BN LA AN 1
TR R (R2C2). HA WA R (RT,
RII), flAlT7e 40 e s A 25, R1 K PKA
FEGFE TR, R1IMM PKA A T4
Sl o L. XL TR € B2 AKAP ( A-kinase
anchoring proteins) [JfEH]. AKAP fEiffb [t fR
B R B3 L (NI B e 7/ R S O (L
P, AKAP FIRAFEZA A, AT L H %
MRS A —A RINESEEE A0 AL ek, SE
i C (PKC) MEpwifEs 2B (PP2B) 433l 45 &
76 AKAP IS [RIAL 5 (1 2) 10, i 5 B A =
YEHI PKA . PKC F1 PP2B 34 16— AN 8 A i,
) R % 2 SR 1

B

PP2B

Fig.2  Schematic diagram of AKAP signalosome
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Fig.3 Schematic diagram of Ina D signalosome
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Scaffold Protein: the Molecular Glue in Signal Transduction
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Abstract

There exists a special kind protein, lacking intrinsic enzymatic activity, in signal transduction

system, termed scaffold protein. It has ability of binding two or more proteins simultaneously. It permits signal

transduction in a specific and efficient manner by binding functionally related proteins into a signalosome.
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