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Fig. 1 Native pore gradient gel electrophoresis (4%~ 30%
acrylamide) of Hsplé6. 3
native Hspl6.3: 3 ~ 5:

I: Bovine serum albumin ( BSA); 2:
renatured Hspl6. 3 proteins from denaturation by urea, guanidine and

heat respectively.
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Fig. 2 Far UV CD spectra of Hspl6. 3 proteins
I: native Hspl6.3; 2, 3: denatured Hspl6. 3 proteins by 12 mol/ L
urea or 8 mol/ L. guaridine chloride: 4: denatured Hspl6. 3 protein by
heat (at 70C); 5~ 7: renatured Hspl6. 3 proteins from denaturation

by urea, guanidine and heat (at 100 C), respectively.
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Fig. 3 Near UV CD spectra of Hspl6. 3 proteins
I': native Hspl6. 3; 2, 3: denatured Hspl6. 3 proteins by 12 mol/ L,

urea or 8 mol/ L. guaridine chloride: 4: denatured Hspl6. 3 protein by
heat (at 70C): 5~ 7: renatured Hspl6. 3 proteins from denaturation

by urea, guanidine and heat (at 100°C), respectively.
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The Highr efficient Spontaneous Refolding and Reassembly of
Mycobacterium tuberculosis Small Heat Shock Protein Hspl6. 3°

. . S
MAO QrLong, FENG Xiur Guang, CHANG Zeng-Yi
( The Department of Biological Science and Biotechnology. Protein Science Laboratory of the Education Ministry,

Tsinghua University, Bejjing 100084, China)

Abstract The small heat shock protein Hspl6. 3 of Mycobacterium tuberculosis was shown to be a trimerof-
trimers. Hspl6. 3 proteins were denatured under three kinds of strong denaturing conditions by heat treatment
(at 100°C, 15 min) or chemical reagents (12 mol/L urea or 8 mol/L guaridine, 4 hours) and then were
renatured by cooling or dialysis. The secondary, tertiary and quaternary structures of Hspl6. 3 were investigated
by using far- and near UV circular dichroism as well as pore gradient polyacrylamide gel electrophoresis,
respectively. The data clearly showed that the renatured Hspl6. 3 proteins almost completely regained its native

conformation, thus suggesting the strong ability of Hspl6. 3 to refold and reassembly to its native conformation.
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