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Abstract

v-tubulin, which is usually in the form of ¥-tubulin small complex ( YTuSC) and v-tubulin ring

complex ( YTuRC), targeting to microtubule organizing centers (MTOCs) via a set of ¥-tubulin complex

binding proteins ( GTBPs), is an ubiquitous protein in eukaryotes and plays an important role in the microtubule

nucleation and assembly of mitosis spindle. Recent progress in the structure, molecule models and functions of

¥-tubulin complexes is review ed.
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