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Fig. 1 Locations of SNPs in UBAP1 gene
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Table 1  Allele frequencies of SNPs in UBAP1 gene

%
SNPs rs1537218 rs1049557" 554384147 rs10939 rs1049567
Alleles A G C G T G T C T
Control 14.9 85.1 56.6 43. 4 5.7 100 0 93.7 6.3
Case 11.6 88.4 43.3 56.7 4.3 100 0 93.3 6.7
"= 9,345 p= 1. P= 0. 002.
ML HRATLLE t, BR rs1049557 JERIAIR AL RIEBZL T V494 700 bp A 47 #4715 — 4> SNP.

S A B P A7 A B 3 25 S LAAh (P=0.002), 3
B BEARNEE (rs10939), T h TR0
KA (IREENIE R B < 15%, 54384147 F
rs1049567 1) IR B 55 A7 L 4l 45 7 TT ¥ K £
By, PRI A A P9 90 A0 0 P e o AL B 2 O S

SNP rs1049557 (13 R 4 A5 52 Fe AR AT 1 5 J 471
T2, FEmHl- 020, rs1049557 K K 7 47 %
WA R FES (P<0.01), JEHEA GG M CG [H
AHXS fE B P 2 3 A 1. 64 F1 1. 31 (95% A7 X 1] 43
WR1.07~ 1.62 il 1. 13~ 2.38). thuh /i, 7
FIERS W N BE R, SNP 1s1049557 45 i 3£ GG
CG 1485178 A8 S W 1R AT 6 P 40 Sl J2 CC ik el Y
1 1. 64 1 1. 31 f%.

Table 2 Frequency distribution among cases and controls and
relative risks associated with genotypic variants of SNP rs1049557

Frequency

Genotype RR" 95% CI
Control Case
ce 75 (41.0%) 29 (27.6%) 1.00
CG 57 (31.1%) 33 (31.4%) .31 1.07~ 1.62
GG 51 (27.9%) 43 (41.0%) .64 1.13~2.38

M. = 6.777, v= 1, P< 0.01. RR: relative risk; Cl: confidence

interval.
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Abstract

Nasopharyngeal carcinoma ( NPC) is rare in most parts of the world, but prevalent in south China.

Recently, UBAPI gene, which is located in the region of minimal heterozygosity deletion at 9p21. 3~ 22. 1 and

dowrrexpressed in NPC, has been cloned. The latest results suggest that the UBAPI gene is the candidate

tumor suppressor for NPC. Association study using 5 single nucleotide polymorphisms ( SNPs) within UBAP1

gene by means of sequencing was performed in 105 unrelated case subjects and 183 control subjects which

matched to the NPC cases on age, sex and residence. Occasionally, a novel SNP has been found, and been

submitted to the dbSNP (‘accession number: ss4384147). Significant result was obtained for one SNP mark
(rs1049557), which is resident at 3' non-translation region of UBAPI gene; the relative risk of this SNP mark

is 1. 64 (genotype GG) and 1.31 (genotype CG). The result has proved again that UBAPI gene may play a
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certain role in occurrence and development of nasopharyngeal carcinoma. The SNP mark rs1049557, considering
it' s residence, may influence on the expression of UBAPI1 gene.

Key words single nucleotide polymorphisms, UBAP1 gene, nasopharyngeal carcinoma, association analysis
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