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Fig. 1 The most stable target sequence secondary structures ( predicted by MFOLD at 50 C)
(a) rs1416840; (b) rs2275477 before modified;: (¢) rs2275477 modified. The cyele indicated the SNP site and the under lined

indicated the modified base.
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Fig. 2 Testing PCR production by DASH
High quality PCR production denatured at about 86 C and shown a peak

of first derivative of the fluorescence versus temperature.
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Fig. 3 A demonstration of DASH genotyping curves

(a) Genotyping result of homozygous sample perfectly matched to the utilized probe ( [}, homozygous sample with a single base mismatched to

the probe ( 3) and heterozygote (2); (b) 96 samples genotyped by DASH.
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Fig. 4 Genotyping results of SNPs by sequence
(a) ~ (¢) Genotyping result of rs1416840. (a) genotype AA: (h)
genolype AG: (¢) genotype GG.
rs2275477. (d) genotype AA: (e) genotype AG:

) GAATTCTGTCOTCT

(d)y =~ () Genotyping result of
(f) genotype GG.
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Abstract Dynamic allele-specific hybridization ( DASH), a new method for rapid, economical, accurate,

repeatable and high-throughput genotyping of single nucleotide polymorphisms ( SNP), has been used

successfully for genotyping 2 SNPs in 96 samples. Experimentation technology has been optimized. Primer

design criteria, assay validation and its advantage have also been discussed.
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