* 860 « EYMLE SRR

Prog. Biochem. Biophys. 2003; 30 (6)

— AN I ) vk e B DMY

AEE K™

Bk

CPEMZEEHTIET. JbEx 1000800

WE BRAICLEES TEH. RENEIH YT ERER, BERSIIAE REEWILEE Y

R T TR g B DMY. S
w4, BEMNERNRRET TES.

KBER DMY, MERISRE, MAIREREE, HEf &A%

ERES 492

e IE YR ST ik 7 ) sl O i e |

BRI R BN AR MBI R AR T
ERAENEAEINEANERE X—dE% -8

N Rt

determining gene 3.

T B ] PR T B R B Csex-
BATAMIX &R ( Caenorhabditis
elegans)« 08 ( Drosophila melanogaster) FAVEFL 2l
WREARENRCILR THE, Sl T EIERE
Al EEE (E 1D, SRMERRERREN
xol-1, FEREYN Sxl, X ROAREE LORE HLE R
IR A R R, AT B — N R

B TR R oMY EE R, R DMY EFERE N DMY EEEH A

R, RERSCERNRE AN, BmIAN
R B R Sy, AT Y Refiik b 7EXY IR
B, Sy RIE, BB E S £ XX B
i, BZ Sy FIRE, HREEENIIED N LK
EHATEL, MR R ENL B Z AR, AR
P REA R WU ERE, AT
KT RPE LRSI e R, REEEAEM
ZAFEE—NERNEN, TEEEAMAEES
FEMEFLAEE S A0 B e B R

mab-3

sk X: A=0.5 xol-1 ON—sde-1,2,3 OFF—fer-1 ON—ire-2,3 OFF—fem-1,2,3 ON—ire-1 OFF— epl1 ON—T

€. elegans mab-3 e £ TR
X:A=1 xel-1 OFF—sde-1,2,3 ON—her-1 OFF—tra-2,3 ON—fem-1,2,3 OFF—¢ra-1 ON— egl-1 OFF— Hemaphrodits

g X:A=0.5 5d OFF ————————- — Dsx, Fru¥, Dsf —

D melanogaster  X: A=1 Szl ON — TrafTra-2) — Dsx®, Fru?, Dsf, Ix —>$

T XY DMY Present — ? — DMRT1 ON — ? =&
0. latipes XY DMY Absent — ? — DMRT1 OFF —? —¢

i e XY Sry Present ——— — S0a® ON --- — DMRT1 ON --- —&

Mammals

XY Sry Absent -—-— Dax-1 ON ---— D;ngTl OFF---—¢

Fig.1 Mechanisms of sex determination in C. elegans, D. melanogaster, O. latipes and mammals
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Fig. 2 Switch mechanisms used in testis determination

of medaka and mammals
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DMY: a New Sex-determining Gene *
LIU Xu-Sheng. ZHANG Shu-Yi™ ., LIANG Bing
Ulnstitute of Zoology, The Chinese Academy of Sciences, Beijing 100080, China)
Abstract Sex-determining genes have been identified in flies, worms and mammals but not, until recently, in

nonmammalian vertebrates. The characterization of DMY gene in medaka is introduced and the significance of this

affair is discussed. Studies about the existence of this gene in other fish species are also been introduced. Finally,

direction for future research is suggested.
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