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HPCL2 B[N =& M iE HFEs 0] 0 4
#$}®L{1,2) #‘Iﬁ\_ﬁﬂ %%{H 1, 2 ) %%

(Ve ERERRESEE EMERATRNALERADL, JLEF 100101;
DR E R R EEAHITN, bR 101300 2 WA EFIERF ARG, HU 3800010

WE 2-FREEKREEE A R (2-hydroxypanthyl-CoA lyase, HPCL2) E3-BEBHERE o ELERTHE
B RFSHENFRA, B27 HPCL2 EEMEFRAFF]. &R ER, HPCL2 EEH X /NK 40 829 bp, HH
[7A4ET, 16 TMAET. AR TEHRDA LS bp, WE TFHR/A2420 bp, BTEMESRER. A
dbEST #{#BE ik 5 HPCL2 2 E ) mRNA ( GenBank Acc.: AJI31753) B E&KAFFIFE (EST) HfF
2034, Rk B 29 M ARIRELR. ¥ BEST SEFEA FFIBHT Blast 474, Hilll 17 4~ EST A £ EF 87y,
Hri 14 il Z5E T8 Cexon skipping), 2 #IAFE T IO Cexon inclusion > L #IBF {7 2 2LFF (splicing site
shift). MR FRERIEEREESWAES AE-MHRT. FREN, JBTIRERYGE HPCL2 EEIEEM T
PR B

Kekim HPCL2, BEFE &M, @EMHEY, SMETER

¢ 919

FRnET QB

BT p R LEFE—TFEEE, —L3.FE
NEds B8, #4558 ( phytanic acid, 3,7, 11, 15-
tetramethylhexadecanoic acid >, A FER L IE = 1Y B-
i Rg. Hi-FERPREEL
a-BAREE, Feibho-FHERNEE, Aeit—F
B B-EMREHER AN REARENLT
SEAAEE . ORI L A 58 R i 1
Tk AT EAAEE AR o SRR PEE RIS E
MR, R o-Fe LB FE T A RD V&
KREY. BB ENE=SRED, —F
252 EE = HEFL B ES A (2-hydroxy-3-methylacyl-
CoA) ZMF, AR FEHEE A FI—2-FElE
e Foulon %5 E 45 7E 1999 48 M\ K B B AT
RIS FACBE R B B RS IR ETE,
% [ ZBERY cDNA, Frands ZEE Dy 2 2R H R
HHAE A MFREEEE (2-hydroxyphytanoyl-CoA lyase,
HPCL2). (E#—# 3% T % E K g8 N F i MRE
RERR—E = LIRIE.

1 SEETE

1.1 BAC EFEANTHNTFH%
TENs%E I [6].
1.2 R
BRI E 547 F Blast 2FEEAMTEN L
AL, EEFHI B4R L 1481 RepeatMasker £
77, F TNNW 72 F 3T B3 F F 7 447 f1 TATA

hox FEAL.
1.3 IEFEMEBTOIAT

KHH IR O 0t i Cin silica
alternative splicing ) W% HPCL2 ) FILI|FE. M
UniGene (PR HF A5 HPCI2 2 E mRNA
{ GenBank Acc.: AJ131753) HEHEZHEILFH
Vst (EST), JHIGFTE R EST FH S5EFAF 7
HHAT Blast 7047, DM E & EST RIS,

2 FHRE5NH

2.1 HPCL2 IS5 H%FE

HPCL2 FH K4 40 829 bp, FH GC &
H38.4%, EAEEFAGC EENTHE
41. 0% 1. HPCL2 EFEILF 17 M EF, |AH
BTEERNI87 bp, &R E T KA 41 bp, F
BIRANA 116 bp. AETFRANBIBRER, &R
B 10 HETF 4827 bp, TIRAFIAET AE
F. {2188 bp, FTEAEFFPHKEN 2 429 bp.
HPCL2 EFEMMEF. AE FAMEFAERE, &
ERBTHMESER,. FANNET-RETE
LIFFFRFE “GT-AG” R
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HPCI2 FHFRRGEN S T8 1 SR ET98 bp,
TEUEB AT FE— N M B (] Kozak £50). £ E4mbdh
TAA, 3'UTR K/N#7133 bp. H TNNW #2704 3
BRI R ) S WmITAI S, B8 1R T B
479 bp ALK IN TATA box. X iZEE 48K £ kT
Vs, SEMERIERNE G AN TH 14
BT
2.2 HPCL2 EFHEF U547
2.2.1 EST AZURIEHRM: Unigene BBED, 3%
B#E3 213 5 AI131753 M E EB () EST, HiF
T2 MARIMESE/ AR, HPA 16 4 EST KK
TEMELR L LRSS E AANREFR. AP
ESTHEHEZKSFERM, L£H25 MEST, 58
HH11.7%. TEFTERIEST ., & 48 4~ EST kK
T AR, L5222 5%.

2.2.2 SNETERE: A ESTFF 5 EEAT
FIHAT Blast 4347, UM ZEEEANRAR S50
EEEEY. 213 MEEEM EST P, KK
WA 14~ EST RAA BT, HPkE T4
RAHESTHS A~ 7K E 4 A FH EST 3.

Intron 6

Exon 6 Exon 7
2-HPCL(AJ131753)
14 959

Alternative splice form

EST sequence (AV713962)

15 (36 16 219 16 268 16 313
N\, /

38 198 38578 38753 40664
. ‘ i
Ol /

~

REBRALRKESTH 6 N, 6 MEST R EF—=EE
HHIE EST L. AsMEEARFREFRMN3 - EST
SRR B EAR . BRALFEDMEREAL
TERNZALRSEIE )5 N EST P, B 5 M4 2 TR
WEE, BRIETHRESHER EPhH2 4
EST i#im 3 MM EF, 1 M EST Bim2 M ETF,
2 A~ EST iR 1 MM ET. BRIRASAZTEENS
4 MNEFEIER MR TF. MRAREAMRAR
6 > EST IEIRAISN B FAAR, A% s MR TR
. AW EAA AA306411 FISE B4 57 k4R
M BGT61200 I hE 6 MR TER, REZA
LR AT BIS62289 M5 3 M4 BT IR,
2.2.3 HithEEIEAY. RANEFIRRA. BRI
PAEMAER GIPIHR. AR AR
EST AV713962, AT H 6 THE TR DM AR
4+ 5, BEET MR FIHRSITF (49 bp)
5, BT UM AR, AA046732 F AAO46602
ERHATEANRM 2 1~ EST, Blast &AM, X2
AEST #iAL&H 175 bp KB 16 SHE T F 4
(B 1), BT4EFEMN.

Intron 16

Exon 16 Exon 17

Including exon

I

EST sequence (AAQ46732)

Fig.1 The sketch map of two splice variances of HPCL2 gene

3 1 i

NIRRT R E A — M EE ) mRNA $4 3R
EMTHLE, B~ EANE S mRNA 4
& Cisoform), E—1TEETUHENZME KT
71, REFREZEEEMNEETRNMEL B
SAEEFRAMNSTRE, 7 oon MERTERE
HFEP A E L EREY, A EHEAR
mRNA'™®Y, F AR E e o= £ L AR E L
mRNAUY SR E AR R A B . &
BIAWLEMERNAEL. BEEX Fit, HRE
FH N B TREEREEEER X

MR EST 2R FEETET 600 2 M A FH R

i) cDNA 3, HARMRGNERINEHREENE
A E—BHIERERD 7S £, EREERE AL
ANEREIEAA mitfE. Eik EsT BEEESH
FEFUEFEET RS, FidH BST £ F 19
B, FREHh TR EMNEREEEY, aREh4n
THERMELSRHEY. MEEEENFEAHN
KB, EST R FEWR A EST 30 E K2 ki,
MBBEMAFRERNFAEET, FIH dbEST AT
EFE B RE TR AR E R T EE
Fer 1,

ARF A AN dbEST 0 EFE, WE T
HPCI2 HFEEHMHUIMNERER M 213 £&
HPCL2 FE ) EST 9, 3540 2 AR 268 89 12 4 14
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BB R EST 17 . H9, SETHREG 14
B, HEEMETIETN 2%, FWHAE TREH
Best HPCL2 BEEEEMA N EERL. B4
B mRNA BN TidfEd, EEEPHNAE
THAR—RERTE, MREANR A E
MAERMEBRESEEHVEPHSANET, LRAF
f mRNA BB FST. HPCL2 BEANE Fi
REERAERL S WAL IMEF, TEAS
ARG, BRI ERER2 B3 MR

B4 B FIERAARRERS, RNEER TR
SAEARTMERMTRAE, —MEAT I WmETIAMLA
FInkAs, MIIHE SR 7 M4 B F®IEH mRNA AL
BRT 45 bp, H—MAERMTRERE 16 PAE
F 175 bp RO F AR ¥EVIBr, KARFFLE
mRNA . BN HPCL2 e ) 242 o 8Y )5 5%
#H, EARMEERE, EARMARER D,
HPCL2 EEFEHE AN EFREBAENLS, A
X EEAR ROR R AN A M2 Dhe 5 ] BERI B R R A A K
e — B R R

2o ASORPEREERA DY EV R BTRRE AT
RRER, FE TR, K.
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Expression Regulation Analysis of HPCL2 Gene by

In silica Alternative Splicing *
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Abstract

In the third step of the ai-oxidation of 3-methyl-hranched fatty acids such as phytanic acid, a 2-hydroxy-

3-methylacyl-CoA is cleaved into formyl-CoA and a 2-methyl-branched fatty aldehyde, which is regulated by 2-

hydroxypanthyl-CoA lyase HPCL2. Using shot-gun sequencing technique, the genome sequence of the gene

(HPCL2) code for the lyase was obtained. The gene is 40 829 bp in genome size including 17 exons and 16

introns, with an average 116 bp in exon size and 2 429 bp in intron size. The different transcriptional isoforms were

also investigated by using method of alternative splicing in silica. In order to investigate the level of alternative
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splicing and to search for novel splice variants, total 213 ESTs derived from 29 different tissues were collected and
aligned against the genome sequence of the gene. 17 ESTs were found having different splicing type that could be
classified into three types of alternative splicing. 14 of the ESTs were detected to have exon skipping. 2 intron not
spliced and 1 splice site shift. The data suggested that exon skipping was possibly one of the major mechanisms of
transcription regulation of HPCL2 gene.
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(VAR AR ZEMERIN, K5 410078; P PRAZHEEREEZR DO, K 410008)

FEOAREF S, ANEFEZ R T RRR
L THEPREREY, thingd ¥R 5 ER AR
T EARFAENERRI K SERBUHEINEG R
BEXRFZETEE —AEMERS, IRESTAER—EH
ZHHY Z ¢ &F B2 BB 3K ( two-dimensional gel electrophoresis,
2-DE) B, SAFELEaRdEREXNEREAR. B
sh BTHRAKNEAREEEEN, ZRSATAR
EM s ERN R EREMERL. BERNEGRES
I 2-DE BHE, B R R T o LIRS A
IWHEVHEXNEREARNR S

M35 2 5 M4 47t 735 (serologic proteome analysis,
SERPA) ZFH 2-DE BARM Sz B R A A &5 & I —Fh 37
MEamARh TS, RRENRUIENE&OMESE
MEtHE AT, ARERAFHNSRE, MEARE “JF
CHI”, MEANEE B e S b HFRIA DO T IR R A Ay
Mg PR, TR &8 3 I T A 7T ReTT 7EHAR Y AU id,
FrLL SERPA ROARAT LIS & B 0 B12E 2 b 4 B B 40 1 P i
T EANEARMMKRE, MR RNRERS R ENE
Ry MRS RIER i b SR B VIR R M|, #Hm
VAL ER S TSN EXRIRUOT: EXRA
LDESEMBEER. EFERMNBAANEAOR BEH
METERER, SRAWER AMBENEDRENE 7%

BVEAREMENERE, Bl ENOWREERRN
WEORES, REXHATSLEENEMEEEBEHANT
VR PR A AP ATIE Creplica gel) TN EREGRA
BT E, WMiEdES ThREY (MR E, &
JFH ELISA. Sz AR ikaiz 4 TR ST RIE.
Bar, Bftef A AT AR H SERPA AR
BAEME. RS, HESHEME Cneurcblastoma) . 'F 4
M. R EINEESEMNIFEAR N AEMERTT
W, FIFHEBT HEARNIEES THREY. SmME 2,
mEESRAFNTERDBEEARAFFREBH—X
FHE, EREERB R SRR R IR R ER R ET AR
FATARTHERRAEQR, Eik. BNEEHMES,
AEEIER BELBEORAFHAANEATE, A
M EFSFRERERERNSEREGR. FREDZER
FAAR, MMEIEENEREFENZMAEDNET.
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