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Fig.1 Three major types of RNAs in plants and their transport pathways (based on [6], 2001)
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Fig.2 Tomato grafting studies show transmission of a leaf shape signal and KNOX fusion mRNA into the
graft scion (cited from ref[41], 2001)
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Advances in Systemic Transport of RNA Molecules in Plants

HE Hong-Xia’, MA Peng-Da’, YANG Mei-ying'?, WANG Xing-Zhi"™
("Institute of Genetics and Cytology, Northeast Normal University, Changchun 130024, China;
PInstitute of Life Science, Jilin Agriculture University, Changchun 130118, China)

Abstract RNA mainly existed as the single-stranded molecule in organisms is the genetic information carrier,
and plays an important role in the transfer of genetic information. In addition, RNA as a nucleic acid enzyme
regulates the cellular metabolism. There are three types of RNA molecules that could travel in plants systemically,
including the virus RNA, mobile signals of RNA silencing and endogenous RNA. The current advances of

systematic transport of RNA and their functions in plant gene expression are reviewed.

Key words RNA systemic traffic, regulation of gene expression, virus RNA, mobile signals of RNA silencing
endogenous RNA
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