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Fig.1 Schematic view of protein structure of palladin
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Palladin is a Key Molecule to Cell Shape and Movement

Zhang Ying-Jiu? ", YANMIN YANG?
("College of Life Science, Key Laboratory for Molecular Enzymology and Engineering of Ministry of Education,
Jilin University, Changchun 130023, China;
?Department of Neurology, Stanford University, Stanford, CA 94305, USA)

Abstract Palladin is a novel actin-associated protein, its distribution is ubiquitous in smooth muscle, central
nervous system and embryonic tissues. It seems that palladin is required for the establishing/maintaining actin
cytoskeleton and its dynamic assembly. Palladin colocalizes with alpha-actinin in actin cytoskeleton. Findings
show that palladin play a critical role in controlling cell shape, cell migration or movement. Palladin expression is
upregulated in metastatic cancer cells and astrocytes following traumatic injury to the central nervous system.

Palladin upregulation allows the astrocytes to form the glial scar.

Key words palladin, shape, movement, glial scar
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