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NGX6 EE X Hit 7 2HE
‘HBE#k 5-8F 4AREAY =20 *

IAAY ML & /) ¥ R

A B E EMRD BERT

O R ORIV 27 BE BRI ST, Kb 4100785 2 g KAkl B 2 e i B 2 Bl 4, 1K2b 410078)

FEE  NGX6 & —ANHr v B (¥ S A s ik 2k 400909 ZE R, O JE— 2D F U IL Th B, 78 W 3 NGX6 1) 2L % 3R 1A 84k
NGX6/pcDNA3.1(H)ILfli 1, 38 i 5 R AE G 07 ok NGX6 3L G N Bl 8 40 il Bk SUNE-1 19 IE#E 5-8F 41 i (L
e R R RSV RE) 1, JF T RT-PCR A RNA B[RS 52, @7 T g ik NGX6 LA 1 5-8F 4N 5. (5 Bhai g A=
Kol BROUIREE & TSI 00 X0 e Je At I () AR 02247 BT T RS, RTINESR AL 1 176 A 55 g 27 40 DG 1R B TR
cDNABIFES, 7387 T NGX6 FEPIH 4eoxt 5-8F Al bk ik il it 52 m. 45 R BoR: g T NGX6 HEP ) 5-8F 411/
1 2F KR I SRS, E AR N P AR VR T R O BB R B (P < 0.05), RILNGX6 FE M [ # Y % 11
5-8F 41 JfiH p19. catenin a2, desmoglein 1 25HE M) IA, [FIIS T EphB4. TIE2. vitronectin 253 K [k . 25
IR, NGX6 FERI T LA 5-8F 40 M (KM e A= 24AT S, IR — 0 L5 0 0L 40 i 2 L A A A DR
BN RIL. LR g5 R SRS o - LI B B AL T R & R,

KR NGX6 D, LM, PREHEFs, cDNA #MEE

FRSPES RT3

£ 1 9 (nasopharyngeal carcinoma, NPC) & Uf
R AR W S R B 7 A8 DX R i gg ), L
RIS I EB i 2 A EBURYIE I 2 Bl
AT 5 g S5k DRT 485 6 R D e 4D 0. U 9 s D 2L
R ROMREE - AR e R v, DASIRMR L 45 5 75 0
T RIERFIZ B ] Ek 78.9%, T #% (1) K AR
TRAG PG AN R, W0 Wi e A AL P 1) B A 7 v
HHEER L. Z=EM 9p XK EST /i S 105E 47
Al 328w B g vk v e T g e A R S PR e g 1 ) vk ik
FLIX NGX6P, GenBank % 5% 5 &) AF188239. X} 1%
FERAYI IR T REFIT 7R, NGX6 1 b W G A 21
21 SRR B A AR (HNEL) il R bk
K25 BESKFEA T, 12 BIRIE N, R
50% ~ 80%, 9 LB, HNEL 40l rh ik
9R)s A IE G O 2 2R JRU AR 1% 752 (1) W L Bz 4
i A7 7E B A R IA . & B 9T R A RT-PCR,
RNA E[17F (Northern blot) /732:73 T T NGX6 7E 45 W
AP RRIE, 2 NBOGE 2 K ILNGX6 &£
1k 5 4 e (R e 7% B PR OGP,

cDNA THFEFIE RS TR RIER AT RER
Wrorik, HAA R AL ][RI H A F AR A
()[R 36 ik 25 5% . SUNE-1 2 5 W i 2H 20K U5t 1)
EBV FHVE4H bk, O i AR o3 b 65 90 40 e . A\

SUNE-1 H 5l B 7 11 B W fk , o 57 % 25 B %)
SUNE-1 W4 f bk 5-8F ZEAT T 7 5 PE W FUAIF 5K
5-8F A HL AT R e i R R Al AR A5 Ay
BT NGX6 SR ge b 5-8F 41 A 402447k 5%,
JE R cDNA o B %1 73 #r T NGX6 K& Bl 5% gL )
5-8F 21 i B PR Rk B (R 5 e, Ok BATT ] B e R
R MHLHIEL UL T EE .

1 #MR577E

1.1 ##

RPMI1640 14 [1 55 [E PROMEGA A @], /NEfi
W E T E EREY TRARAR, IRFEEEA
%% [F GIBCO/BRL & 7. pcDNA3.1(+) # 4k N
Invitrogen 23 &) [F) 77 . 5-8F 4l B #k H AT i g e i
FRRrE, S B Ak UNEL g e )i il, S
th B= BEOK 2% Mg i g R B9 RNA i 4 36 [
GIBCOL/BRL A #] /= iy, BEALS | bric & Wi
A& PCR W) a6l 77 &% 3 55 [ Promega

* [ 5K TR BOGT H (2002BA711A08, 2002BA711A03) A1 2 H
RBFAFES BT H (30330560, 30271403, 30200160, 30300064).
IR AL
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Zvw], TRIZOL™ 350t H 56 F GIBCOL/BRL A .
DNA 75 S B AR 1H 3% 5 AE ) TR PR A ).
B B B Roche A, BCA & 52 iR
i, A R ERF I B Piecre Chemical Co.
Rockford 7~ w] . pl9. catenina2. desmoglein 1+
EphB4. TIE2. vitronectin, a-tubulin HT /4. $i i
IgG-HRP K #ii it 1gG-HRP #xid fifA ) H Santa
Cruz 2w, 8 H IR 5> 1 B b eI B i R B
RS A M E D 2 E . GG, U
I eI 0 35 [ Sigma A &) 5, BT BE 4
SABC 2 w3t L1532 7= b 5149 e 0% 5= 424 7%
A" A e NGX6, 5 TGA CCT GTT CCA
AAG AGT CCC TG 3', 5" GCA GCT TCC AGC
ACA TAT CGA CT 3', P #H M B4 486 bps
GADPH KW 4<514 %, 5 CAA CAG CCT CAA
GAT CAT CAG CA 3', 5’ GAG GAG GGG AGA
TTC AGT GTG GT 3', 434 H 1) 5 B 700 bps
B-actin 1% 4 51#) k1, 5" TCC GTG GAG AAG
AGC TAC GA 3', 5" GTA CTT GCG CTC AGA
AGG AG 3', ¥ Bl 309 bp. cDNA 7 F4 51 Ji5t
Ity H 9% [F Clontech A #]. [Ff % a-*P-dCTP Ji H it
AR A .

1.2 7%

1.2.1 NGX6 %X ¢cDNA KA 5241 fk 5 Y- 5-8F 4
i R HoA e R IE MR R I ST. 5-8F AT 10% /NF
1ML [ RPMI1640 55557 5E7E 37°C L 5% CO, 57248
AL %, & N NGX6 J&[H 42K cDNA ) H A%
RIEH A pcDNA3.1(+) TR R g, Bl D) A7 mi 2
EcoR I Fll Xho 1 . 250K DNA, JoB 42 5 K H
JE o A G 1) Jy v 4 5-8F 4, 40 Muf Y 48 h
Ja, Ik FETEE IR 3L G418 (500 mg/L) £59% 3 JH,
PhikpivkvelE, ¥ RRTR, @A E mR 1L NGX6
LA 5-8F/NGX6 4 38, A R0 H, - [R) ISy 2 e
T % [ 4K pcDNA3.1 (+) ] 5-8F 41 it b .
RT-PCR SE465 J RNA E[ 8 A I BH - 40 i ve B 55 %
P13 AL YL 11 41 o 5-8F/peDNA3.1(+) P % 5-8F
'] NGX6 mRNA F k7K.

1.2.2 RT-PCR & RNA EJFESEZE. 4% TRIZOL™ i
%% (GIBICOL/BRL A ) #AE 2 P 4 O 77 41 i
1) RNA. Jir #3108 % 5% 7= %) cDNA A+ PCR ¥ 44
NGX6 K, B-actin F K 1F 4 RT-PCR W X
GAPDH %: [ 1E A RNA E[1E 4 %) . RNA B 2
W Oy oo sEIe R ) CET.

1.2.3 FEIELDNA0 M 5-8F AEK iR (2. 43 ks %

L NGX6 1) 5-8F 4l ORI I 5-8F 411l [ 4%
X 5-8F ANH %% 1x10% A / FLEEF T 24 LA N,
RS 24 h AL TH 2, AR OCRERR AN £ 3 AL
WM. FEASI 7 Ok, CAZR BB AL KR, [H] BRI
F) A R AB AR 2 AR K il 28 B e et 22 T 1 SPSS
AbEE, R 2 A FEASEL )1 LR,
1.2.4 RIENGHETE Y BOAE . B 0.6% 1K 2 B
MG, B4 ml 54T 60 mm J-ILYy, # 4C
10 min, HEH 5K B0 IR 0.33% 102 Bid g 15 97
WA TIRZ50E b, R0 fefl 5 I, Fephe
FE R 2.0x10% ML, 765 5% CO, () 37°C LR 740
R 15 R, THECEERR Y k. B4 gl
A SPSS 8.0 AbFH, K] 2 AIFE AT £ ] 1) EL AL
1.2.5 cDNA FlF 41525

cDNA T B4 41 ik 32 [E Clontech 24 7] 7= i, U
1176 MNIEK cDNA, TEAFEERER . it
PRPAEIF B 7 I 1 S i NG o8 IS PR R
M RA R BT . AR PR . A AR
B, N TR IS AR 28 AIHE A S
e FEEMTAT.

fid$i Altas Cell Interaction cDNA Array a5 £
YW HETT, B4 pg NGX6-1/5-8F. NGX6-2/5-8F
F1 vector/5-8F 41l fifl 5t RNA #4T a-?P-dATP Frid,
W) I ERET 2l Ak, B 2% WU ¢cDNA Array T
68 CHiZ4AZ 30 min, HIA CAsicaitb I4RE, 68°C
A IE RN, Kodak )R -70°CIOG 3 K, 5.
. A5 B % 4 BT AX (FuliFilm Thermal Imaging
System FTI-500, Pharmacia Biotech 2 &) ', [ ]
Image master VDS 1, LA I A tubulin 2448
155 B RO, WA A 5 5 JE LA Dk 255
DT (R AR R O BE A
1.2.6 £ [ BT ORI ER 1 T ER I 434

Y NGX6 (1) 5-8F il ok i 5-8F 4
Jer F0 R 5-8F 4l 5 24 h, H IxPBS ¥t 3 ~4
X, 4l i 2 fi# 9 (radioimmunoprecipitation buffer)
RIPA (50 mmol/L Tris-HCI, pH 8.0, 1 mmol/L
EDTA, 140 mmol/L NaCl, 5 mmol/L —fif 7 Hf i
(DTT), 1 mmol/L & F JL A 9 5 (PMSF), 1x# [
Al 400 A), 1 mmol/L B IR 44) VK EZLfE 30 ~
60 min. 13 000 r/min .00 241t fr, B &8
JU F3ER, T BCA AN E 8 1 i .

HY #5440 B 50 pg o8 1 EAT AN IELL SDS- 5§
P L 3 I FL UK (SDS-PAGE), FRLELH% 42 il R 2T
Y b, H 5% Wi @5k in PBST 7 %~ &) 14
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1~2h, JAAN—PL, HRBFE, B, AN
IgG-HRP - #1, W H 1 h, ECL L2k, Ll
- tubulin {1k P X B,

2 % B

2.1 FETEFE NGX6 EFRY 5-8F HRa#RATIESL

I I A4 2 e 1 5 VA 4B NGX6 55 [/l 1) %
LA TN 5-8F 4, FIA] RT-PCR A1 RNA EI
T e YL gl i R ) NGX6 Kk 15 I AT RGN 45
REWIR: A2 APPSR NGX6 mRNA FKiA K
V- 2T 5-8F 4 i & K 5-8F/pcDNA3.1(+) 41 g
ZA(E 1A 2).

NGX6
B-actin

Fig.1 Expression detection of NGX6 gene in NGX6
transfectant and control cells by RT-PCR
M: DL2000 marker; /: 5-8F; 2: 5-8F/pcDNA3.1(+); 3,4: 5-8F/NGX6.

The B-actin was used as an internal control.

- NGX6

Fig.2 Northern blot analysis of NGX6 transfectant and
control cells

Part of NGX6 cDNA, 1.1 kb, containing open reading frame, was used

as a probe. /: 5-8F; 2: 5-8F/pcDNA3.1(+); 3.4: 5-8F/NGX6. The

housekeeping gene GAPDH probe was used as an internal control.

2.2 YHREAE KL

55 0l K 5-8F/NGX6 FH 1 v [ 4 il . 5-8F/
pcDNA3.1(+) 25 [ TR HE 41 B J2 A % G4 11 5-8F
A% 1x104 ANEFPT 24 FLBR N, SESA % 7
K, el K ihdk (K 3), HI7Zn i e apdl
YRR I BT B9, 458 G NGX6
JE IR 5-8F 4 1 114 A A B bh 2 11 6] 4L R 5-8F
Y B BEA% (P < 0.05).
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Fig.3 Cell growth curve assay of NGX6 transfectant and
control cells
®—@®: 5-8F; H—M: 5-8F/pcDNA3.1(+); A—A: 5-8F/NGX6.

23 RIRBEEER KL

WIE MR V5 TE SR IR W] s e % NGX6
DAL (1) 5-8F 4 Mo 4 B IR S v AR Kl B2 018, TR Rk
EEVR U, ~FIERTE Y 382 1 TR o) 4L AN
5-8F 4] BIRA%, P<0.05 (K4, £ 1) LiRg R
57 NGX6 LR REAESE 5-8F 4H i1 H9 H.

@ (®)

w7

Fig.4 Soft agar colonization assay

Assays were performed in parallel on all cells under identical culture
conditions. (a) photograph of 5-8F; (b) photograph of 5-8F / pcDNA3.1
(+); (c) photograph of 5-8F /NGX6.

Table 1 Anchorage-independent colony formation by 5-8F

cells
Cells No. of colonies /10?
5-8F 6813
5-8F /pcDNA3.1(+) 59+8
5-8F/NGX6 1242%

Triplicate plates were seeded with 2x10* cells each and colonies were
counted 14 days later. Each number represents the average of triplicate

determination expressed as x+s. *P < 0.05.
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2.4 NGX6 EFFExT 5-8F MR IZIL RIS NG
I cDNA BB 51 43 #1328 40 i 1) 2k PR e ik o«

5-8F/pcDNA3.1(+) KP4l NGX6 =& 1A 1) 5-8F 4l

Ji. PiZH NGX6 351 5-8F 40l 4k K 2k e

FIEL, &A1 2 1A ff) Pearson #15¢ R %k 0.936, #
R HA e vt 2 . F W 41 B0 40 i R gk AT 5K
R, RFHEBEPAT R Qe S I N A VF 2 Bl AL
FAF A, FAEE BT REIEAE B gL 3B

Table 2 Differentially genes in 5-8F cell after NGX6 transfection

Gene name Rate+/- 5-8F/pcDNA3.1(+) 5-8F/NGX6 +
Up-regulated genes
NIMA (never in mitosis gene a)-related kinase 3 2.88 55 158
Cyclin-dependent kinase inhibitor 2D (p19, inhibits CDK4) 3.71 13 48
Hepatocyte growth factor-regulated tyrosine kinase substrate 3.47 89 309
Rho GDP dissociation inhibitor (GDI) alpha 2.92 70 204
Transcription factor AP-4 (activating enhancer binding protein 4) 3.06 60 184
Transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) 3.17 30 95
Catenin (cadherin-associated protein), alpha 2 3.89 337 1310
Tumor necrosis factor receptor superfamily, member 5 3.53 27 95
Desmoglein 1 241 61 147
Interferon, gamma 2.26 45 102
Proteasome (prosome, macropain) activator subunit 1 (PA28 alpha) 3.11 641 1993
Keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, Koebner) 2.39 726 1735
Keratin 1 (epidermolytic hyperkeratosis) 2.76 34 94
Down-regulated genes
Mitogen-activated protein kinase 12 0.34 105 36
Proliferation-associated 2G4, 38 ku 0.30 44 13
v-Ha-ras Harvey rat sarcoma viral oncogene homolog 0.38 397 151
TNF receptor-associated factor 3 0.29 152 44
Histone 1, H4b 0.32 37 12
EphB4 0.37 328 121
Chromogranin B (secretogranin 1) 0.49 137 67
G protein-coupled receptor 4 0.43 438 188
TEK tyrosine kinase, endothelial (venous malformations, multiple 0.34 72 24
cutaneous and mucosal)
B-cell growth factor 1, 12 ku 0.28 167 47
Placental growth factor, vascular endothelial growth factor-related protein 0.35 291 102
Interleukin 6 (interferon, beta 2) 0.33 145 48
Insulin-like growth factor 1 (somatomedin C) 0.42 34] 143
Wingless-type MMTYV integration site family, member SA 0.36 87 31
Interleukin 10 0.47 73 34
Matrix metalloproteinase 16 (membrane-inserted) 0.31 223 69
Vitronectin (serum spreading factor, somatomedin B, complement S-protein) 0.39 576 225
Fatty acid synthase 0.41 335 137
Phorbol-12-myristate-13-acetate-induced protein 1 0.45 95 43

Antigen identified by monoclonal antibody Ki-67 0.30 194 58
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M0 A S0 A B HE K G BE AL FAE 5 . P 4L v
W 41 il & 5-8F/pcDNA3.1(+) M EL, 75 K 22 $ it K]
Jo= S o 1 L S U O A S R S g R g
DRI, AT L B S AT P AN B 4 o v [ B 204
VAR AR BT AT (] 5), 2K 2 B T
FEFIREAR %2 R 33 AN A6, Hodh 13 4>
&2 NGX6 5 R Yy 5% m iy 1k 7K B, 20 A4
T,

%

.

5-8F/pcDNA3.1(+) 5-8F/NGX6

Fig.5 The original c¢DNA array image of NGX6

transfectant and control cells

25 EBRENTLEE NGX6 ERFZLAFHNES
FILEE

Fa o€ ¥ g« NGX6 J: [K [¥) 5-8F 4fl i p19.
catenin a2, desmoglein 1[I 1A% A &b # 1) 5-8F
gy 2 Eif; EphB4. TIE2. vitronectin f] 31k
BEARAR BRI 5-8F 400 W] 2 T 1. pcDNA3.1(+) ¥,

1 2

%)}%?’W%’f; WM / catenin a2
| WW% : %%%%%/%A . desmoglein 1
ephB4

TIE2

vitronectin

a-tubulin

Fig.6 Western blotting analysis of p19, catenin «2,
desmoglein 1, EphB4, TIE2, vitronectin «-tubulin is
internal control.

1: 5-8F; 2: 5-8F/pcDNA3.1(+); 3: 5-8F/NGX6.

PRI G X 40 e JL P R 1 iR TR R AR PR 5-8F 41
MW 2 AL 6), IXEIR L5 cDNA T3l F: 41 1) 45
FANAE.

39 #

FER SRR R T L AR AR, R IR AR
BT E RN 2 —, WA IR B 6 ) X
HETREBAZENS S, 24ETEBKR. £
BT HURI 29 AR, MO R AN AN 2

NGX6 1E R FRZAE p i M il 2k DX o e 1) 4
WA e AH OGS R, B AE SRR 40 R R R aA BN
W, T H R NGX6 RIE 5 45 i 10 5 5% 12 6o
ORBL SRR B i R A, SL R REOE A B
SR, 1 LA AS AL IR 2. 54 NGX6 275 B AT
0 of) S R g e B (R D RE G 2 ik — P 34K NGX6
SRR R, RATH NGX6 # L £ K15 T 1
() v 5 A% B WR g AN M Bk S-SF b, kB EE SRk
NGX6 [1) 5-8F 4 J bk (1 40 fu A8 T 3 3500) 2
S (S, IR ARV T AR R Ao b, 3R
] NGX6 FL A7 ) o W i S 2R 24 AT M IR .
AL L cDNA Tl FEF 53 4T T NGX6 H Pl 7 G
o} e i B B RS 41 D 5-8F BLPE ik i i s, R
L — 4L 57 NGX6 5% Wi 1) R A OB R 36, R
NGX6 FJ FE ik 52 i3 L6 AF G 3 PR (1) R 1 e 2 S
WA i S Ve AR W 2 AT R Tk 33 AN IR R A
IKF-52 NGX6 [ 5% Wi iy A 2B e Az, o, p19.
TIE2.

catenin a2. desmoglein 1. vitronectin,

EphB4 5l T AT .

p19 FEPR Bl e i g B R B, e S
Je8 IR0 R A I A PR T 3 2 AT — S AR DG p19 2
Ink4 (40 /i J5 39 2 L AORPE B0 4 4RI ER1) S5k
DL, 2R Y AR AR e 40 4 PR (CDK
inhibitor, CKI) XJ 48 Jiil & AL f1 ¥ EH . Ink4 {4
FE P16, P15tk Pgide  ploindd, A S 4 i
cdkd/cyclin D1. cdk6/cyclin DI E &%), fit 55 Cdk4
S Cdk6 JE oS S5 M)A L o v v, A im
il Rb @R 1L, S BE e E2F. pl9 3 DA 7F % 4L
NGX6 Ja &k i, #/mml el T NGX6 Ll p19
DR 00 4 L S DAL 400 o Sk R g o 98 40 B A=

Je 20 M RN B RE 0 (RGFE / R EE B 2 MR 4R
FERERAFN B E RIS, — S5 a0 Rk
KM HE K 4% 4 catenin o2+ desmoglein 1 7F ¥ 4t
NGX6 Ji % i&5 i, vitronectin % 8L 4 F i .
catenin o2 7E NGX6 # JL 1) Jl 3~ £ 18 .
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Cadherin/Catenin & & 7R 0T 4E 45 1 52 40 Hfa 1) 1F T8
G A ) (R R A AR, 340
(RGP I, RN PRAPSEEG LR UESE & e —
AR AR 2RI LR 1, 75 22 B R e B A 44
Jileg 42 22 AR FH . e B D) BT ) AN S0 A ok 41 g -
A M2 [A) R &G BE, in HLE R HE R — 28 5 41 iz ) 41
A 5L 38 21 20 [ A 1) 2843 71, Desmoglein 1
7 NGX6 e gLyl T ik . g fi fa) 14 4 2 4t
Fr A M T A AN A 540 SE AR (1) OGBS i, RGBT 3%
FEAMRL A 2 B2 A0 O BG4l i ) iy A i 32 2540 i
(B, b AR — AN G, # TR R BER K
gl K B ) 2 R PR AR AR L M R B B
(desmoglein, Dsg) J& My #i ¥ — Fh 3= B B 8 1,
LA =R BEE R, Dsgl HERIA T I Al BEAE A iE
FSCAH 1R 53 A4 B G b e 16 R A e AT A FUOL
N B 3B R 3% 25 [ (vitronectin, VN) ik N i, 355
RS AR B3 ARy —, =
) S5 RE AL 3R 4 I ) R BN . 40 L5 40 i TR] 5 5
() B A AN A A B R T 6 5 1 S A 2
i integrin Z % WKL Bt 70 7k A 5. 45 B PeoR,
NGX6 7] fig i i 5% Wi 5 40 i R B AH OC 3L R 30k,
T8 AR 28 e A% 24 v R 4% — s A Ik A7 .
SEARIMIR I R A R 1RFE BB MR R
BLRFLE MR AR U 2V 2 R, IR
BRI R 2, I A KR, R AR L
Hopobkim. D, SR RS T8 R R I O
(M, Webb HA L, 32 5 5 [ L5 T e i) B
YRR R ) R AR NGX6 Ja, S
TE A < BE DS Tie2 A1 EphB4 ¥R Bk Fif. Tie2
FEBRIAE N B A KK T (VEGF) BUAR—AN 81 JLF-
S64 T HH L A B 40 08 ) T 2 R WUty 52 446 7
WEFCR I, I AL K ER /Tie2 X JIyeg 1y I 85 A2 e &
L TVER. Tie2 fe Al I i & & 2F, ek
ML A7 S0 A A g I e B b I/ TR JE IR &R, T BHL
W Tie2 Iy ) Y Sl A0 ) b g PRy 38 4G L g il 4 T
JSC I e 240 A J5 5 | ) K B A MR 7 2B . Tie2
TEIEH FLIRA D HOf e Rk IR b = Rk, e
FUMGEE v Rk B2, JU A IR R LR R AR I
DX\ MR R 98 1 A B ) A8 S X, Tie2 R i
SRFY, R Tie2 BHAE IS / T 8 Lk 224 v T I
WAL AW Ch Tie2 A& Mg R %M R Ax
i, A MR TS AT ROR I VEAT $E AR, Eph 2 44
Pi% S PR VIS T B 1 3 4 i AR R B R 1) AR DR 1 22 4
KR, LAIRIREZ BRI ephrins 44 EATHIRCEE. BF

FLH W, ZFh Eph %24k JAH N ephrin LA S5 T
J iR I R B S LS i AR R, S DL
EphB4/ ephrin2 7F IfiL & A2 sl P 4 O 51 NG,
EphB4 5214 J ephrin2 FLAALE 2 i ipgg 41 28 b 2 9
BEAE)ERIE, ARSI MR R AR TEEE DL R i
Je M A R TR AR R R UR AR AL B R ANV 2
NGX6 # Y% J5 Tie2 M1 EphB4 % ik i) N 42 7%,
NGX6 1] GEM Ik H0 51 rIeq 1085 1) 2 £ el 2 28 4
B 2 PP

g bRk, NGX6 n] LA 5-8F 4 ia i) A=
B Y JS BB S — S0 A0 i L AN R B R 0l A
A AT DG E R I 3k, I 2 4 L B NGX6 1]
RS A0 S A 300, P AR TR ML A5 T B, T/
SRR RS TR EE i AR E A, o T AL
A 3k — 22 IO BIF ST NGX6 1 b 3% 38 o7 v [ ()
BRI, LT REIRER AT, A o 5 R s
FE B ] PR P2 L R R,

2 % X #
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Role of NGX6 in Nasopharyngeal Carcinoma
With High Ability of Metastasis Cell Line 5-8F°

WANG Li-Li'?, ZHANG Qiu-Hong", MA Jian", PENG Cong", CAO Li",
TANG Ke", LI Xiao-Ling", LI Gui-Yuan""
("Cancer Research Institute, Xiangya School of Medicine, Central South University, Changsha 410078, China;
YDepartment of Microbiology, Basical School of Medicine, Central South University, Changsha 410078, China)

Abstract NGXG6 is a candidate tumor suppressor gene which was isolated by location candidate cloning strategy.
In order to explore the effect of NGX6, the mammal expression vector of NGX6/pcDNA3.1(+) was transfected into
5-8F cell (with high ability of metastasis) by liposome. The integration of the exogenous vector DNA and the
expression of NGX6 were detected by Northern blot and RT-PCR respectively. The cytobiological characterization
of positive clone was analyzed by growth curves of cells and soft agar assay. cDNA array techniques were used to
profile the potential targets of NGX6. The results showed that 5-8F cells with overexpression of NGX6 grew
slower than that of control, and NGX6 could influence the expression of cell cycle, cell adhesion and angiopoiesis
molecules, such as up-regulating p19, catenin a2, desmoglein 1,down-regulating EphB4, TIE2, vitronectin. These
data revealed that NGX6 might play a role in tumor metastasis in nasopharyngeal carcinoma (NPC).
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