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Fig. 1 miR-124 stimulates neuronal differentiation
by reducing PTBP1 levels
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Fig. 2 REST promotes a neuronal phenotype by
inhibiting the expression of miR-124a
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Fig. 3 Mechanism for the role of miR-9a
in regulating SOP specification
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Fig. 4 Model for the role of miR-134 (green) in
the regulation of Limk1 synthesis and spine growth
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Fig. 5 The transcription factor Pitx3 and miR-133b compose a negative autoregulatory feedback loop
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Fig. 6 Mechanisms for the role of oncogenic miRNAs and tumor suppressor miRNAs in regulating brain tumor
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Functions of MicroRNA in Nervous System Regulation
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Abstract Many investigations have demonstrated that microRNA (miRNA) is not only involved in the

modulation of nerve cell growth and physiological activity, but also responsible for dysfunctions in synaptogenesis
or synaptic plasticity, neurodegenerative diseases, tumorgenesis in the nervous system, as well as in
cerebrovascular disorders. With the intensive researches in miRNA, it is possible gradually to explain the related

pathogenic mechanisms of some major diseases in the nervous system.
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