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Fig. 1 The 50 S and 30 S ribosomal subunits structures and the 70 S ribosome structure
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Fig. 2 The geometry of the first and the second codon-anticodon pairings is monitored by bases from 16 S rRNA, while the
third such pairing was not monitored, explaining the wobble hypothesis
(From www.nobelprize.org)
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Fig. 3 The closing of the 30 S subunit upon the binding of
cognate aminoacyl-tRNAs
(From www.nobelprize.org).
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Fig. 4 The mechanism of peptide formation on ribosome
50S subunit (From www.nobelprize.org).
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Fig. 5 Bindings of various compounds at the peptidyl transferase site of 50 S subunit of H. marismortui

ribosome (From www.nobelprize.org)
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Studies on Structure and Function of Ribosome:
a Brief Introduction to 2009 Nobel Prize in Chemistry

HU Yong-Lin"
(Institute of Biophysics, The Chinese Academy of Sciences, Beijing 100101, China)

Abstract

The 2009 Nobel Prize in Chemistry was awarded to Venkatraman Ramakrishnan, Thomas A. Steitz,

and Ada E. Yonath "for studies of the structure and function of the ribosome". The atomic-resolution ribosome

structures solved by the laureates revealed the structural basis of the mechanisms of peptide syntheses by ribosome.

They demystified several long standing functions of ribosome, such as the high fidelity of the translation process

and the wobble effect. Their work also paved ways for the development of new antibiotics, just when public health

is faced with increasing threat from drug-resistant pathogenic bacteria.
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