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(O E R 2 RN BB L R B R AT %, R AEWHARE R E LR, 65 100193;
DL K2E SR A A BE, AU 3100295 9 AR R =S RIS # e, 2842 2710185 9 KIEERIKE IR #HE ., K& 116000)

FEE  JBid 31 5’ cDNA APl § B (RACE)3K43 T3 UCP5 JE A4 K cDNA J# 41, @ id A [\ 5% UCPS Jk X 4 i [X Al
TEX BZTRZ AT, RIL-1567 bp IeArE A—T M54, il 5285 5% KT CdxA. HNF-1. Sox-5. GATA-2 454 fi
RURAETBUE. Ea xR/ F2 ARBEIEEE R, ff ] PCR FRAIME R BB 2 A PE(RFLP) /775, R 524 kAN idk A7 5 51 2090
B, FEHRBAMERICET, SRR, AA BUGAENREE ST BB A(P<0.01), AB AGAE B ST BB 24(0.01 <P<
0.05), AA BFGIRNLAE S =T BB B(P<0.01), AA B SRR & 52 5T BB #4(0.01 < P<0.05). [Hi, il
N2 & PCR 3k43 T UCPS FEAEMIAEAF O T RS Ml B ERWL. BRI AN KN AN AL R SE R R IA I, 45
FEW, UCPS RSP LU RIS, ERAGhRIERREZ. (KRN, ¥IAE 2RI UCPs MEREREE & T

S

KR M, UCPs, sul, RIEKEE, JEARNEIR, KRBT

ZERHES S82

it #5125 11 (uncoupling protein, UCP) & {7 T
LR B B 85 AR e O s, AR TR RE R4
BeH R EEER, BT sz m T
UCP1. UCP2. UCP3. UCP4 il UCP5 F AN 7.
UCP1 S d5c i R BRI AR IDE A 1 S s, AE A (5
Hi i 2 23 (brown adipose tissue, BAT)H 7KL,
AT B A AR AR . 982> ATP 2B 772k
P DR R A 1 A Y. UCP2 )2 A7 T
P L. AR LIRE, UCP3 fE
HHNL NEWT AU A R, LR LD
HATER, £ MERIAMR i, R sZebiia i
5[y L B AL 18 £ 1. UCP4 A UCPS = 7 fixi A1
g A RIA, XNRMIARH . % 1 % (reactive
oxygen species, ROS)™ A= Fl 4 £ fig 5 1 i 2 A7 &
TR REEAE 0. UEr{exs UCP MBst s, &
AR AE NFIR b, T OC TR UCP WF U D,
JUHE UCPS B IR ML IE.

AWEFCE WAL 22 T 5L, H cDNA
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A iy PRIE Y (RACE) 73K £43 5¢ 3 (1) 4% UCPS J& A
cDNA J731, FF%F H A L PR AT S5 45 M S AT T
W @RS TR B AL
FEP 41, %) UCPS FER I & AN A0 i A1 57 J 37
W AT R, DA e AR SR T IR 2 &
P, SEJE IR G I NS BCARIE A B DA 2, R
PCR BRI Fr B B 2 35 P (RFLP) /7%, WF9THR
¥ UCPS 2R 5 R MR P0G R . T S 2l
JE T PCR BP9 UCPS JE AT G S48 R 22 08 1)
JFe . Blis B ERUL. AR AKAN 4R Rk,
TR AL, AAR7R UCPS 140 A A AL
AR R BE Rl rh R IE B 22 57
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1.1 SRIEFHY
.11 SEREhY).

IR A G IWNE S7IL 7 ke = T ) M s
) IR (E R kot 398
TR b8 (L AR AR MY R 27 B P L4 27 Bt A1k ) e
PE# 6 3k, W 3 RNAFIEALAE TG, R AR
Oy S MBS Wl B HRDLS EIRARN, TR
FarRlsg s, F-80C KMIRAF.

S R F2 AN 524 3k, 21 AR E

IERAIAFE, HXNEAE, ERRILAE. 5NN
B, PR 6~ 7 WA R HR LI AR R
W 7 R ARTEAREEATI e . W 7 VAR s R
D5 Jir B 55 77 46 34T,
1.1.2 57 SR YR, Trizol. GeneRacer i 7 5
R E Taq SRE BN E Invitrogen 23 75 55 5t
4 H Promega 2~ w5 BB B8 [R5 2 H
Omega A#); i KMHF B E. coli DHSan JITRIEK,
& pMD19T-Vector. it Taq 2R 5. dNTP
Fl Takara /2 7); Power SYBR® Green PCR Master
Mix 76 A & W 1 ABI A#]; Tris MR Y
HibniaRw A w s REITEA DI EcoR T 1WH
NEB AH].

1.2 A%

1.2.1 RNA 1 DNA $2H. SFPZH 2100 RNA $2HL
KM Trizol —251%, DNA $&HUCR T W07 2,
BT IR, (7 ve B SR 0 e 1) (B8 — i) .

1.2.2 UCPS5 5244 cDNA JPHIf 3k

W AT A2 TE 2208 K I $E H 1) RNA #5558 i
cDNA, Tkl (o7 rapEscsdmm) CGF =) ¥,
s, HAE AN F1 L UCPS (GenBank Accession No.
NM_ 003951 F1 BCO48692) 1557 X ¥ it 5 14(% 1),
DA #5453 31 cDNA R #iti, 1HE4T PCR 971, 7~
Wy Ial i 5 ) pMD19T-Vector 4 42 5 # 14, DH5«
Pk, W& PCR %585, FHBORH BOK ) & $ U
K DNA A PR, &4 v Beep gk 2 /> vof
P 1| DS QTR VS S GBS 2 71 DS WA Ve e G B
cDNA J¥51.

% #8 GeneRacer WA UL, MK mRNA
HEAT LW L. 08 7. %8 RNA Oligo Al ¢ #
3%, 3kA3 cDNA BEf. RSPt 51 ik
TH L R S (GSP) S I (3R 134 cDNA, b5
P75, ey, S Bk
2 AR IR, SRAF e #E R 3 F 5 R4,
T 7 A PSR A SE B UCPS %5 1Kl ¢cDNA 7
G AT I3 AL SRV R R TR 2
A, D AR B AR o W] SE K

Table 1 Primers for pig UCPS cloning

Primers Sequence(5'—3")

Annealing temperature/'C Fragment length/bp

UCP5 cDNA 1. F: TTTCCCGGAATAATCCTA

60 486

UCP5 5' RACE

UCP5 3' RACE

R: TAGAACATCGGTGGGATTGGCTA

2. F: TAGAGGGATGTTCCATGCGCTGTT
R: CAGGGTCCAAGCCGAAGCCA

GeneRacer 5’ Primer:
CGACTGGAGCACGAGGACACTGA

5" GSP Primer:
ATTGCCCTCTGGTTCATCATGCGAGTTC
GeneRacer 5’ Nested Primer:
GGACACTGACATGGACTGAAGGAGTA
5’ GSP Nested Primer:
TCTTTAGCACATCGGTGGGATTGGCTAT
3" GSP Primer:
CTTCCACTATAGCCAATCCCACCGATGT
GeneRacer 3’ Primer:
GCTGTCAACGATACGCTACGTAACG

3" GSP Nested Primer:
ATAGCCAATCCCACCGATGTGCTAAAGA
GeneRacer 3’ Nested Primer:
CGCTACGTAACGGCATGACAGTG
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55

55

675

600

521

900

800
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1.2.3  UCP5 ZE[X SNP A7 g (k. R 4E(SSCX: A5 UCPS BE K BEAN S 1. 371 5741
104997400-105027407) ¥+ 5140 (F% 2), LA&#M4.  PCR PMvale, AT BCABE 2 Dok, X
IR SETERARLIS SO L N AU BN, 4> R, S8 e 2 8407 A S

Table 2 Primers for SNP screen in pig UCP5

Primers Sequence(5'—3") Fragment length/bp Annealing temperature/C

UCP5-1 F: GCTGTTGCTGCCGGCCTACT 780 58
R: TTAGCCCCTCACGTGATGGTTCTGT

UCP5-2 F: TGCCAGTCTCCCAGAGTAGTTGT 561 55
R: AAAGATCAAGGACGCAAATA

UCP5-3 F: GGTGCTGAGATATTTGCGTC 714 59.7
R: AGAGAGATCAAAGGACCGTTAAG

uCP5-4 F: GAAACTAAAGAGAAAGTATTGGG 788 62
R: TGGCACCTAGTTCAACAACGAT

UCP5-5 F: CTAAGTTGGGTGTGCTAGATGG 702 60
R: CAGCAGAAATCCCTATCTTAACTCC

UCP5-6 F: ACCCATGAAACTTTGTACATAAGAG 715 58
R: ACTGGCACATCGATATTGAA

ucCPs-7 F: TTGTTTTATGACCCAAATACGTTCT 575 58
R: TAGATGAGGGCAGCATTAATC

UCPS5-8 F: TTTATTTTCACAGGCTTTGTAGTTC 439 61
R: CTTTAATCCCTAACAACCCTATGT

UCP5-9 F: GCCATGATGGGAACTCCTAAAT 618 55
R: CATATACAGTACCCAAACATTAAGC

UCP5-10 F: TTTGTTTCCACTGAGCCATGACACG 687 60
R: CTGACGGGCTACTGTATTAGA

UCP5-11 F: ATGTGTGTTTGGCCTAAT 504 56
R: ATATGTTGGGTCCTTTCTATCAG

UCP5-12 F: GAAGAGTACCTTGCGTATTGTAG 471 63
R: AGAGGAGAAACTTTCGCATATC

UCP5-13 F: TGGCACAGATTAAATAACTCAAT 702 55
R: ATTATAAACTAGGCTACCCTTAC

UCP5-14 F: GCAGAATCACTTTGGCTTTGTCT 720 63
R: GGCAAAGCAGATACATCAATGG

1.2.4 SNP {7 fi[f] PCR-RFLP 73#7. Xro#fiwen DI, BV =WITE 3% 38 B Bt i b rE 9k (HE
SEACHT f, WNRAFAERE VIO 5, B TEEY), W 100 V), MRAEEF) BRI NS T 2 &0 8T
AAFAEBFUIAL A, T % v RC 5 10 (K 3) 51 N T

Table 3 Primers for PCR-RFLP test in pig UCPS

Primers(Locus) Sequence (5'—3") Annealing temperature/'C  Fragment length/bp Enzyme Product length/bp
UCP5(A-1567T) F: CCCACAAACCTCATGGTTCCTAGTAGAA 57 402 EcoR | 26+376
R: AAGCGTTTCATGTTCACACAACTACTCT

1.2.5 S, MRAEITE5 A PCR-RFLP w8y, A MERERBUE, w W I, G A FERIBIAN,
R BRI, e TARBO AR o, MR LU NS S OB, b MBS AR ER AR, X, A
BHAT D TN V= ptGaSabXyte, Horfr JBARE, o HIKFEEHN. K] SAS 8.2 (version)
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H GLM i FEREA T B AT

1.2.6 UCPS5 FERRFERIAREE. 43 S 0] AR ik 2%
WEREAEREN . BE B Bl B HRL. BERRAD
KA 2P RNA, J 545 i cDNA. Ll cDNA
A, Al UCPS 3 R4y 7 51 ) (3R 4) #E 4T

Real-time PCR, [A]i L GADPH 1k ) Z5E K31 T
R IE. Real-time PCR X M it 22 50°C UNG % &
2 min, 95°C JAEYE 10 min, 94°C A&t 15s, 60T
Bk 15s, 72°CHEMH 20s, 40 MG,

Table 4 Primers for pig UCP5 mRNA expression test using real-time PCR method

Annealing Fragment
Gene Sequence(5’'—3") 5
temperature/ C length/bp
GADPH F:GTCCACTGGTGTCTTCACGA 60 156
R:GCTGACGATCTTGAGGGAGT
UCPS F:AGCATGATTGGCAGCTTCATT 60 150

R:CATAAACGGGCAGCTCTACTCC

2 ZERESMH

2.1 UCP5 EREREFRIEN

X JH 3" RACE fll 5" RACE % K73 %] T UCP5
FER SE 21y 30 5t (K 1a) )7 41, ¥ RACE 4
S 37K 5 3 7 41 5 45 6 3K 45 1K) cDNA v Bk
1T 5P, SR 58 #EI0H% UCPS LA ¢DNA J#
%1, cDNA K& 4 1 611 bp(GenBank Accession No.
HM222520), FFIBiHE 975bp, i 324 A%
R . & AE £ 0 MT (http://ca.expasy.org/cgi-bin/
pi_tool), & Ji4; ¥ i N 35.81 ku, FHL AR
9.63, H 1 223 ~1 197 bp 4 CDS X . H
DNAMAN #EAT 2 K85 P 410 L B, UCPS 2 1
5 UCP2 1 UCP3 & AR 23 501 4 31.19% A1
32.08%. ifiid PyMOL A% UCPS #rH 4T 2K
SERITION I, Z A R A 6 AN o 13
HE 45 R 2 AR TE TR 1) B AR E5 R (B 1D).

@3 5 M bp (b
2000

Fig. 1 RACE results and protein structure
prediction of pig UCP5

2.2 SNP L& BytemsE R
FEHE UCPS A= 3E RV B W& vt 5 14, LIRI T

SN B, AR L SR X P
G, iR, 2 RAR WAL LD -1 567 bp
WEAFAE AT 5758 2). %t UCPS JE A i &
HI HEAT e 5% D1 45 O 0 05 AE 2 0 (http://www.
cbre.jp/research/db/TFSEARCH.html), & I 5848 F
B SN PN A R AEAR L, 1 UCPS LN 1
-1567 bp &b A>T I, b T — ANk CdxA
GEA LN, Bt HNF-1 48 4 CdxA, Sox-5
AR GATA-2.

Fig. 2 The SNP at —1 567 bp site of pig UCP5

2.3 SNP {52 PCR-RFLP %7

LI R BL, % UCPS L -1 567 bp
AEAFAE 1A SNP(A—T). WSS 1495 NEFDIAT
&, HI PCR-RFLP Jji%, it—01E 524 Shaxtex )y
5 2% F2 ARG R R BRI EIX A SNP. D) =4
3% I Bl e S P KA, A 3 Al A, B B
AR AA Y, SRARRLh BB AT AB Y.

4% UCPS LK Liii—1 567 bp 7 £kl A B,
PCR ¥ B = ANGEME EcoR 1 V), BV HA
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— AN B 402 bp,  BEIERIRN AA B AT A5
AH T, PCR P24 EcoR 1 VG724 2 AN
B(376 bp F1 26 bp, A1 26 bp 17 BN /PN A HIL

ERE L), BEEERASh BB . 24-1 567 bp 7 /4

bp
2000

1000
750

M
——
a—

500 @2
ap—

250

100

AA AA AA AA AA BB AA AA AB AA AB

AT I, PCR “M& M Y)G 44 3 A Fr Be (402,
376 F1 26 bp, 1 26 bp 1 B /MK HBLE K
1), R AB (& 3).

bp

Fig. 3 PCR-RFLP /EcoR I at the A-1567T of pig UCP5 gene

2.4 SNP {35 Z F B S0 SR Fn S0 B R I
1E 524 Sk & x 22 F2 AR PR RETS,

PCR-RFLP J5¥%, 43#71 T UCPS 3&[K A-1567T SNP

P IR BRI RE AR, gt g L 5. X
RIEAT% 4 AA > AB > BB, ZEfy 3Lk A K
FEA.

Table 5 Frequencies of genotypes and alleles for A-1567T mutation in pig UCPS gene

Genotype frequency Allele frequency
Locus
AA AB BB A B
A-1567T 0.706(370) 0.176(92) 0.118(62) 0.794 0.206

2.5 SNP s 5EMAMREIS/NZF N
JHFSE UCPS 3 [K EJiF-1 567 bp 4k SNP {7 54

(AR SE BT AR S VLI 5 B g iy

L PR 6~7 W E . HR UL AR

TE 7 AN BAAPER I, ARBFTON 524 k4t
Fes 2 F2 ARBRYSRE T UCPS BB E -1 567 bp At
SNP A7 s AN L IR 7 AN R R AT T
TN T, AR LK 6.

Table 6 Effects for different genotypes at A-1567T mutation in pig UCPS gene on carcass traits

. Genotype (LSM+SE)
Traits
AA AB BB
Live weight 85.45 + 1.67° 8221 + 2.51* 75.91+2.77°
Muscle weight of hind leg 5.89 £ 0.12° 5.63+0.18 5.32 £ 021°
Fat weight of hind leg 2.02 + 0.07° 2.00+0.10 1.77 + 0.12°

Values with different letters within a row indicate significant difference(P < 0.05).

6 TTLAE . AA JEDR Y (135 A4 B2 45 K
(), W& ET BB JEBA(P<0.01), AB 5 [KH
(35 7 B 2 3% = T BB #4(0.01 < P<0.05). AA %
PRIZRY (1 J TR AL A B AN Y 25 5 T BB 2B, 1T AB 2R A
BB M i) 2 AN B 3 (P> 0.05). BB & K 1) 5 i
JEWT B BT AA BER, AB JEPI L BB Ji
DRI 2 i) 22 S AN

2.6 UCP5 EE AR LEFRE Sih aRIA

10 3o 52 1 96 % 52 B PCR F5Y T UCPS &K 7
¥ ASTA] S APRIAS [R 2 b i o A, 5 R ORI,
UCPSHE R AEME RIRA h il R Ik B %, ED
FEs ML B IRIURIE SR Rk E AR LD, 7E
I8 LRGN GG T S M o A FEARFAALL. @ b
IR SRR R BT . L B AR,
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JIE2 g R K I 40 2 vh UCPS ik Al 1) 3 3 = 5 R 3R
(& 4), BHGUFAEARREEEZER, R, &
IR UCPS RIS B3 m T,

0.040 |
£u)
S 0.025 |
% 0.020 |
0.015 |
= 0.010 |
0.005 | "

0

Heart Liver Splean Lung Kidney Loin abd.ad.Cerebral

Fig. 4 Comparision of UCPS in different tissues
for Jinhua pig and Dalan pig
[O: Dalan; M: Jinhua.

3 it it

3.1 UCPs EFMESERREHDHT

A UCPS A1 3 Mifefe B, 2l KA, Ji
RUFE 31 AR B s A2, Hoh KAk
15 66.8%, 5 32.5%, AL 0.8%0. A
LR AR IR T — AN A, TR TR
ANEL, IRl oA, B nT e T SE e B
Rl MASEARE, WRERILIIAN 2 FIE: 4
AR, AT RER DA & R A 22 K, i SR
MR 2B 2, WAARTRERIL. Kk, ¥
1) UCP5 B P47 2 (T A F5 T- LS 5T
(AR

Z M A4 M fE 28 M W (http:/bmm.
cancerresearchuk.org/~ 3djigsaw/) & ., UCP5 %t
G IR AR A A 6 A o BB E AL A — A
AR TE R 2R () 1), X b & A IR A i 7
) UCP X5 il 53 () #0001, LA i 3 IR (1) Ho A T
BEXRVEAT LI SE BG4S AR, L Re i o ()22 1) 5K
B e, (A 12 B DR G AL 11 2 11 ST 454, n] B
X UCPS sl il e ki i ] I T il — ANl TE R A
S H MAGIIGE, $ROE A ai S R RE.
3.2 UCP5 5B KBRS 7

UCP5 A A-1567T £ 5 1) 5878 T30k /> T —
AN SRR T CdxA 45 A7 i, #5557 HNF-1 %
Xy CdxA. Sox-5 H#747 GATA-2. CdxA /& “IA
W BN — AN EE N, FEAE b
IR, XPWHAR T, UHE KB AR EEW
WAVER, —MeAr T3 5, &Rl X
MesGE AT, AER BB mEEH,

TEREERIL CdxA B A MRS ERRIL R T, &
A CdxA TOIF AR RE % 3 o L R (1) 36 Ssvs v, 1
CdxA HH 5N DNA A TAE R 8258 0 ) 2471
Ze 51, CdxA i HAT S0 A A B D g e,
UCP5 A A-1567T i mi KA 5, UMK T
k7 CdxA g5 &0 m, mINR G52 205,
MR AR K P LA s s 55— J7 1l B
fIKT UCPS KL R Bk 3k %, b T A KB
BRI

BN T Sox-5 38k BH 1 1F F B8 JE A28 70 1 2
HUAATRT IR, 28 AN ) 1) 25 B A2 e 7 28 1 A
J¥. GATA Jf& BLAT A S R 3R IA 7K ST H I e ok
KK W5, ARSI BEFR 4544, 1 GATA-2 1E 4
HEWBRAZ —, AMUFETIRIRES T, X g
WIMAM R P RGE . EARRIW IR A R G 4
NI D e MLERFER L AN 0] D, AR E VF 2k R
EHEEAEH. Tong FFMHRIE GATA ¥ K11 iF
197 )T i bt EE AR T, 0 R GATA-2,
GATA-3, 7t B34 1 i i s 40 i b & — 3R,
EE AN DG 4l M 24T . AT R 4l i &
FREERIA GATA s K, BERH (b e 0 4i i
A AR AR 40, GATA X0t i iy 234k 3
G 1 PSS E Ul e P AR P R ) = Pl I R K
PPARy. BHith, SNSRI Sox-5 ¥4 N
GATA-2 J&, Wil T Wi e .

JH- 41 Jf2 #% Xl ¥ HNF 5 MODY (Maturity-onset
diabetes of the young)fj KL R, BEHFFT &M
INT 4> MODY 1] 2 & EE ], 43 il /& HNF-las
HNF-1B. HNF-4a f1 IPF115, MODY3 K1) 65%
J& 1T HNF-1a [958R IE B0, 5848 5 & B 41 i
ANREIEH b e 52, 0 JB B 3R 1 2 SR 2 T
Bl R M A ST AR, AR T I PR A R
A7, — 7 TR 1 4 M 0 28 S R () B ORI B (1 I
G, 7 WA 5 o, TR T A
RAF UL L K 7 HNF-1 #48 J CdxA, M IhfE
bR, E AR K AR, RASHT S R
K.

EMAKFE UCPS LK -1 567 bp Abk4E A 2| T
MRAL G, T kb — N s N CdxA 4554
R, Sox-5 #A5h GATA-2, 3 UCP5 & iA &
BEAS, Wb T AR RIS, )T R 10T T 1
HTiERE 2B, SRR K2 6.
FIAE BRI VSR SRR A A R
R R, Bk, 3X 3 ANEAARR R B A 2
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AA>AB>BB. JrUAULAHFULE ] HIESE T UCPS
fERe AR EEAEH RN, R T 5% E
UNERINALEES
3.3 UCP5 EREMFIX

WEFUR L UCPS JEDIAEAE IR0y T T il
B HRIVL BEREFRR i A oA, JCILAE i Rt
g%, XFRIEEEE A UCPS JERI ¥ 73 A ik
AL, EFE I UCPS (kR IA 7 A Rl )
RIWARE, BARREAT T UCPS M RERIdE—0 1t
5%, WEITEHEDN, UCP5 mRNA £ i 1) s & ik,
7R HAE AR R h Pl AR B (02
5T AR, Kk, M UCPS (1434, Th
REKF, TR AL A ZURE S R B R 1 A AR I
LEES

UCPS JEIK 7E 4 4% RLIA 28 v 5 AL 4R 10 3 A
FRAEFEAAE, (HIE 2B IRV UCPS [k W2
T EREIRNL. Lengacher Z5MAF ST KB, UCPS
SEPRIAE N FLBh A A0 M rh ek 2R 0A RS ek /> 2 s A Py 5
(SRR, 5 B AR IR AL A4l T R i 41 28
R4 5¢. Sanchez- Blanco 286 B, UCP5 &[4
o 53 SR 10 75 i L) 20 A PR R SRR ) 7 i
Koo B R R, MmO R X B AL R
UCPS ik [ i Bk SR B Al 1) e B 7 I, 7
DUERIN BT, e T H i =6 % 45 10 91 RE L ko e 4
PR, XK SR, UCPS ) 2 43 B 1 A 2 1R
FEN. Yonezawa %5Wil ik RT-PCR &I, UCP5
SEPAEA=FL 55 bRz 40 Mo 1) 2 08 52 AR R T 1 T
M JBE B 25 ) S50 UCPs JE R Rk i R, o
UCPS5 7EJIE BRI Re AR F b iR EEZE PR, DA
Ik, Wk UCPS feifpe AR, A2 ERA KA
R AR 22 M A EAE e, AR TR & i b,
AR BRI & 2 102 rp B 7 SR ) 32 B
fiE, JXFHARWLH UCPS 4347 [ 22 S 5l LUk 2 4
FERRAIIR I w0 2 e AR AR, RS T AN )
RO BB R YR, RN, Wik BRR T
UCPS5 FERI 7T g s AR 7 T 22T 6e.
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Cloning, Expressing Characterization and Association Analysis
With Carcass Traits for Pig UCP5 Gene’

LI Hong-Xia"¥, ZHAO Xing-Bo", XU Ning-Ying?, JIANG Yun-Liang®,
CAO Meng", LIU Yu-Fang", FANG Chi", LI Ning"
(" College of Animal Science and Technology, State Key Laboratory for Agribiotechnology, China Agricultural University, Beijing 100193, China;
Y College of Animal Science, Zhejiang University, Hangzhou 310029, China;

) College of Animal Science and Technology, Shandong A gricultural University, Taian 271018, China;,
Y Comparative Medicine Staff, Dalian Medical University, Dalian 116000, China)

Abstract The cDNA of UCP5 gene was obtained by 3’ and 5’ RACE, the length was 1 611 bp. One A —T
mutation was found at —1 567 bp of UCP5 gene. The mutation resulted in the change of transcript factors CdxA,
HNF-1, Sox-5, GATA-2. Different genotypes were detected in 524 Jinhuax Pietrain pigs using PCR-RFLP, and the
relationships between the genotypes and live weight, muscle weight of hind leg, fat weight of hind leg, average
back-fat thickness, back-fat thickness in the 6th ~ 7th rib, area of loin and leaf fat weight were analyzed. The
statistical analysis showed that animals of the AA genotype had the highest live weight, which was significantly
higher than that of BB genotype and obviously higher than that of AB genotype. For muscle weight of hind leg and
hind leg fat weight, AA genotype was also higher than AB and BB genotype. By Real-time quantitative PCR,
UCPS5 expression was analyzed in heart, liver, spleen, lung, kidney, loin, abdominal adipose and cerebral tissues.
The results showed that UCP5 existed in all tissues, and the expression of UCP5 was the majority in cerebral tissue
and lung. The result of ¢-test showed that the distribution of UCPS5 in loin of Dalan pigs was significantly higher
than that of Jinhua.
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