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Fig. 1 CK18 and C/EBPB 3' UTR RNA
before FITC labeling
(a) 10% PAGE, silver staining. M: Molecular mass markers; /: CK18
protein expressed in E. coli; 2: C/EBPB 3’ UTR RNA; 3: Mixture of
CK18 and C/EBPB 3’ UTR RNA irradiated with UV, no complex
formed. Thin arrow shows C/EBPB 3’ UTR RNA in the mixture; triangle
shows CK18. (b) Size-exclusion HPLC of the mixture: no complex peak
was formed. The RNA peak appeared at about 37 min. The CK18 was
removed by filtration before loading on column(samples for HPLC must

be filtrated before loading, lest damage the column).
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Fig. 2 CK18 after FITC labeling
and C/EBPf3 3'UTR RNA
(a) 10% PAGE, under UV. (b) 1% agarose, under UV. (c) Size-exclusion
HPLC, a complex peak is seen before the peak of non-reacted substances

(compared with Figure 1b).
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A Simple Method to Raise Efficiency of Interaction With Nucleic
Acids of Self Polymerization-prone Proteins”
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Abstract A basic research subject is the study on interactions between proteins, DNA and RNA. Majority of
DNA and RNA-binding proteins are self polymerization-prone and may form aggregates that are difficult to bind
DNA or RNA, thus hampering experiments. Labeling the proteins with fluorescein isothiocyanate significantly
inhibits this tendency and markedly increases the binding efficiency of these proteins to bind nucleic acid
molecules. This simple method has been utilized in the investigation on binding of C/EBPB 3’ UTR RNA by
cytokeratin 18.
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