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Table 1 Factors affecting crystallization
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Progresses on Developing Screening Kits for Protein Crystallization
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Abstract
structure determination, therefore developing more efficient screening kits is essential. Up to now the methods used

Screening of protein crystallization conditions remains the major limiting step for three-dimensional

for designing the screening kits include the incomplete factorial design, the sparse matrix sampling and the
systematic screening. Based on these three methods, researchers have developed a series of crystallization
screening kits which are proved applicable in practical protein crystallization. The development in designing the
screening kits and the applications of the screening kits since 20th century were reviewed, and the future prospect
in this field was discussed.
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Table S1 Commercially available Screening Kits
*S1 HARIRAHNE
AL A 32k W A4 B FAFN L a6 %
Hampton Research http://www.hamptonresearch.com Crystal Screen 50 Rl AL O 7 0 12
Hampton Research http://www.hamptonresearch.com Crystal Screen 2 48 RO AL O 7 0 12
Hampton Research http://www.hamptonresearch.com Crystal Screen Cryo 50 R0 AR O 7 0 12
Hampton Research http://www.hamptonresearch.com Crystal Screen 2 Cryo 48 RO AL O 77 0 12
Hampton Research http://www.hamptonresearch.com SaltRx HT 96 R R 2
Hampton Research http://www.hamptonresearch.com MembFac 48 R R 2
Hampton Research http://www.hamptonresearch.com Natrix HT 96 R O R 2
Hampton Research http://www.hamptonresearch.com PEG/Ion HT 96 REIHEVE
Hampton Research http://www.hamptonresearch.com PEGRx HT 96 REIHIEVE
Hampton Research http://www.hamptonresearch.com Low lonic Strength Screen <108 ARGV
Hampton Research http://www.hamptonresearch.com Grid Screen Salt HT 96 ARGV
Hampton Research http://www.hamptonresearch.com Index HT 96 HoAth
Hampton Research http://www.hamptonresearch.com Silver Bullets HT 96 REW:]
Hampton Research http://www.hamptonresearch.com Additive Screen HT 96 REW:]
Hampton Research http://www.hamptonresearch.com Detergent Screen HT 96 REW:]
Hampton Research http://www.hamptonresearch.com PCT 4 oAt
Molecular Dimensions http://www.moleculardimensions.com JCSG-plus HT 96 RO AL O 77 0 12
Molecular Dimensions http://www.moleculardimensions.com Structure screen I + I HT 96 Rl AL O 7 0 12
Molecular Dimensions http://www.moleculardimensions.com MemGold 96 R R A
Molecular Dimensions http://www.moleculardimensions.com ProPlex HT 96 O AL PR 77 0 12
Molecular Dimensions http://www.moleculardimensions.com Stura Footprint 48 ARG VE
Molecular Dimensions http://www.moleculardimensions.com Clear Strategy Screen [ 24 ARGV
Molecular Dimensions http://www.moleculardimensions.com Clear Strategy Screen [ 24 ARG VE
Molecular Dimensions http://www.moleculardimensions.com MorpHeus HT 96 RYIHEVE
Molecular Dimensions http://www.moleculardimensions.com PACT premier HT 96 ARGV
Molecular Dimensions http://www.moleculardimensions.com MorpHeus HT 96 REIHIEVE
Molecular Dimensions http://www.moleculardimensions.com PGA Screen HT 96 oAt
Jena Bioscience http://www.jenabioscience.com JBScreen JCSG++ HT 96 Rl AL O 77 0 12
Jena Bioscience http://www.jenabioscience.com JBScreen Basic HT 96 RO AL PR 77 0k 12
Jena Bioscience http://www.jenabioscience.com JBScreen Nuc-Pro HT 96 Rl AL PR 77 0 12
Jena Bioscience http://www.jenabioscience.com JBScreen Classic HT 1 96 ARGV
Jena Bioscience http://www.jenabioscience.com JBScreen Classic HT 11 96 ARGV
Jena Bioscience http://www.jenabioscience.com JBScreen PEG/Salt HT 96 ARG VL
Jena Bioscience http://www.jenabioscience.com JBScreen Pentaerythritol HT 96 ARGV
Jena Bioscience http://www.jenabioscience.com JBScreen PACT++ HT 96 ARG VL
Jena Bioscience http://www.jenabioscience.com JBScreen Kinase HT 96 oAt
Jena Bioscience http://www.jenabioscience.com JBScreen Membrane HT 72 oAt
Jena Bioscience http://www.jenabioscience.com JBScreen PHospHatase HT 96 oAt
Qiagen http://www.qiagen.com EasyXtal Classics Suite 96 Rl R A 9 1
Qiagen http://www.qiagen.com EasyXtal Classics Lite Suite 96 Rl R A 9 1
Qiagen http://www.qiagen.com EasyXtal Anions Suite 96 RYLIHEVE
Qiagen http://www.qiagen.com EasyXtal Cations Suite 96 R
Qiagen http://www.qiagen.com JCSG Core Suite [ 96 oAt
Qiagen http://www.qiagen.com JCSG Core Suite I 96 oAt
Qiagen http://www.qiagen.com JCSG Core Suite [l 96 oAt
Qiagen http://www.qiagen.com JCSG Core Suite[V 96 oAt
Qiagen http://www.qiagen.com EasyXtal MPD Suite 96 oAt
Qiagen http://www.qiagen.com EasyXtal AmSO4 Suite 96 oAt
Qiagen http://www.qiagen.com EasyXtal PEGs Suite 96 oAt
Emerald Biosystems http://emeraldbiosystems.com Beta-Mem 96 R R X
Emerald Biosystems http://emeraldbiosystems.com Wizard | 48 R R X
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Emerald Biosystems http://emeraldbiosystems.com Wizard [[ 48 Rl R A 77 27
Emerald Biosystems http://emeraldbiosystems.com Wizard [I[ 48 i R B 7 0 12
Emerald Biosystems http://emeraldbiosystems.com Wizard [V 48 Rl R A 77 327
Emerald Biosystems http://emeraldbiosystems.com Cubic 48 i L B T 0 12
Emerald Biosystems http://emeraldbiosystems.com Cyto [ 48 TR BT O 7 o v
Emerald Biosystems http://emeraldbiosystems.com Cytoll 48 0 L B T 0 12
Emerald Biosystems http://emeraldbiosystems.com Ozma PEG 1K 48 N WiipuReN
Emerald Biosystems http://emeraldbiosystems.com Ozma PEG 4K 48 Y kek
Emerald Biosystems http://emeraldbiosystems.com Ozma PEG 8K 48 RIEIHLLVE
Emerald Biosystems http://emeraldbiosystems.com Ozma PEG 10K 48 Yk
Emerald Biosystems http://emeraldbiosystems.com ADDit 96 et

Emerald Biosystems http://emeraldbiosystems.com Precipitant Synergy 64 HoAth

Emerald Biosystems http://emeraldbiosystems.com pHat 96 et

TR http://www.xtalquest.com BioXtal 96 HoAth




