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Fig.1 Framework diagram of the main contents of this review
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MEG3 Fik AT, Hox (8~13) Y H3K27me3
FMAE M K2 A%, Hox (8~13) Fik&4Th
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3 o) 4 5 TR /N BRAS [R]AR IXC 1Y) IncRNA 3Rk i 22
S, Ok 200 5 b 3 255 1) IneRNA GM12371 1
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(Abd-B) Z [A] By IX 88 % S A= i, H K B R
92 000 nt, & B #2122 R AT 2 1k IncRNA .
iab-8 FiK T WRIG 14 1156 )\ SRR T d 2 4 g v
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L sh P HA s, P8 B F L miR-7 455
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TG BT
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7oK IncRNA X #1 28 22 48 B PR P T g T 25 2t
AT IncRNA 5 HAAESii% RNA B EAET, B
JE A8 A AN R AE 2 A RNA FH B 22 8] f 52 22 8 458 0 2%
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Research Progresses of Long Noncoding RNA in Nervous System”

XU Meng-Bo, CUI Ming-Yang, LIU Li, LI Mei-Xia™

(State Key Laboratory of Brain and Cognitive Science, Institute of Biophysics, Chinese Academy of Sciences, Beijing 100101, China)

Abstract Long noncoding RNA(IncRNA) is the most important transcript in the transcriptomes of many
complex organisms. LncRNA has low conservation and expression level among various organisms. Compared
with coding genes, IncRNAs have similar promoter regions and splicing sites, and have better cellular and tissue-
specific distribution, especially in the nervous system. The rich expression of IncRNAs suggests that they play an
important role in the nervous system. Based on the latest research results of IncRNAs in the neural system in
recent years, this review summarizes the regulatory roles and mechanisms of IncRNAs in the development of
central and peripheral nervous system and the function of nervous system. At the same time, the new ideas and

technologies of IncRNA research are prospected, which will promote the future research of neuroscience.
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