EniESEnhEER 1987 £ % 5 8

E B /AT DNA BiEEERRY
X M 2

(FHREFREREMEFTIAFT, LD

”

3

AXABAMARNYE G fif DNABRARARFANEZA L, RAAKEA
TRR B EEELE, LRESAFREENFTX,RAFTR, FRAFEHA
B M, THERRAEELEHEE S FI o

Bi% AL EANE S RLRFRHARGER
ML, FEREEEY DNA HFEB YL
+7 R, DNA FFIBIRNH R LTI
Wb, BT AEMEE A RE XS
B, EWERIRETIHEIND. B
i & E LR T DNA R RNARIE B
¥R, RIGSIATES R HUE EYN
DNA B oI # R, HRIMENIRERE,
BLEN T

— BEEET
PR B ABURE OB SR, BIE AR

¥1 FoREERFIMBEHNESERX

CODE DROOPSB4P1 92AA 27[12/85
NAME OPSIN, EXON 4
SOURCE D. MELANOGASTER, DNA (CAN-
TON S STRAIN) AND
¢DNA TO mRNA (OREGON RP2
STRAIN).
ORGANISM  DROSOPHILA MELANOGASTER
EUKARYOTA; METAZOA; ARTHRO-
PODA; INSECTA; DIPTERA.
REF TRANSLATED FROM DROOPSB4 IN
GENBANK REV 38.0
COMMENT  BEGINNING OF CODING REGION
IS MISSING.
END OF CODING REGION IS MISsi-
NG.
SEQUENCE
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AVSAHEKAMR EQAKKMNVKS LRSSEDAEKS AEG-
KLAKVAL VTITLWFMAW

TPYLVINCMG LFKFEGLTPL NTIWGACFAK SA!/
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XX

AC KOI647

XX

DT  18-JUL-1985 (incorporated)

XX

DE  Sea urchin (s, purpuratus) repeat clement 2109a.

DE clone csp2loga

KW  repetitive sequence; repetitive sequence 210ga.

os Strongyloceatrotus purpuratus

OC  cukaryota; Metazoa; Echinodermata; Echinoidea.

XX

RN [1] (bases 1-104)

RA posakony J. W., Flytzanis C. N,

RA  Britten R. J., Davidson E. H.;

RT  “Interspersed séquencc organization and

RT developmental representation of cloned poly(a)

RT  roas from sea urchin eggs™;

RL ]J. Mol. Biol, 167: 361—389(1983).
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SQ  Sequence 104Bp; 28A; 21C; 26T; 29G.
AATTCGGGGG GCGTTTCACA AAACTTIGTC!

TCAGTGACAC ATGACAGTIG
TIGTTATAAG CTACIGAGGA AACGTCAAA(
CTTTCGCGCT TCGCGCGAAA

GGGG
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1 EDPDNA 1 By A Ssy DNA FE5)
2 A M. E% DNA B3 H
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4 DNA ®1 RNA T8
5 DNA ER#nH A RFANIEN S
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2 UPDENZ B FR Fi Py RS B 3 OB
SETE:Ed
3 RPDXNA REFIHESETRAE
4 RPDNAT BRAFA RS EMRA B
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FRZH REFEER EEl%]
opsin, exon 1 14 100.0
opsin, exon 2 11 100.0

B9 4 S EEMRIEER CPU KEA

11 43, .

%12 #%& DNA %] INTERLEUKIN-2

DA e R, A IL-2, RRE—
X&dE BRI TRESIER, WRAREA R
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o

HSILOZ S RNA 80lbp Human mRNA
encoding interleukin-2

DO you want this sequence?

ERFIBETHEEFFLEAYY, LF
FiBigF, BEXBRE—MahFsl, MR
fr RIS

HSILO5 U DNA 6684bp Human interle-
ukin-(IL-2) gene and 5 -flanking
TR ERME, BRITA %Y, #EXE
R NEEZHERRTE,

MMILO4 S RNA 939bp Mouse mRNA
for interleukin-2 (IL-2)
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{1} Claverie, J.M. et al.: Brochimie, 61, 437, 1985.
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