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(FEEFHFRELEZHRA. 4L 100850)

ME TGFRE—RLUEMHARMBAEER T, RAIZOERN AR, KAWL FrRrEAR
BHER) TGFRBMULEHMIEEE VMR TEE, TCFRBEHE GWHFLEBH TCGFB £97)
EMEETA. XHEEEMKR. BARAY TCFRHER SMH 0 FEM R ER R T IRME L

LR —RaE.
XA HULEKET, BEEZEY. EHE

1 TGFP RHEBELR

1.1 TGFB &4

BUEKEFRBR—KE NN ME
K. MATED, ZFXERQEEL 5 F
TGFB (3, —B:) MHEMBLME. EILEFE
FHRAELER . BENHAREAS H. HEIEH,
JLF R A 4 ERRE & B TGFB %7k X #ral 3p
LR, JLF TR IE® AR ESA %R R
REGRK, TGFRILEE S THA MY & Fh
MRS R, (KR, TGFB 7]
PATR /M EHE SR EEAGEE.
BHRARE. MRS ERER. BWERSENH
LAEEEH. Wi, EXS5REHEY. W
BRGVRKEREFREAR. FERMIT, &
XENEFERR TGFB, Bk E L ER Tt
WKN TR E. fRmE . SRy,
RS m.
1.2 TGFB B—B &

TGFB cDNA (B,—B;) C#iTifE I C&Em

L ah ¥4 COS, CHO $ Rz ). WEH#E
TGFB, &2 25kD ¥ — % &, H 2 MHHFEH
12. 5kD f BK S — %t s SR oK. B BK
Bkl 112 MEERAM, HL 390 MEIERE
BRI & U K, BRES GL T RITRA &
i WA L.

33 223225
~1_2930Cys CysCys278279 390
H.Hl l = 0O0H
F!S‘l.t AsnB82 Asnl36 Asn 176 &Hk!&

Ce—— LAP B{KRXIg

B 1 TGFB BN —&EH

TGFB, AW Z I # T @ RGN La
#EE e (FEKEEYIRR N 3 29 D EERK R
SRk b BEEAL (FF 3 MHEEAL AL A Asn®,
Asn'®, Asn'"® L IR IR AR . H BB c. B
b (£ Asn®, Asn' PO HEE LS
A, Man-6-P (6-B¢BR-H &) ; d. HEHMKR

WA E B 1992-07-30, #EEIEHA: 1992-11-10
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Arg®-Ala®", B RIRER AT e TAARAD
CRRURZE G R ). B FRTREK (30—
278 1) XM 4R TGFR I IGIREBT EEIEH.,
HEiiF B HE - REELA KV EEHXEAD
(LAP)5I,
1.3 TGFP gEELR
SHRKEZPYWERFFARNE, AiL/g
PRBEA K Z AWy TGFR #ZLL T
H Y& g% & 50 (latent form) AT, &
AEEE TGP HHEMFTEQLE S MERNE
Y. XFiSE TGFB E &% (LTGFBR) NEE
SieMmMEDY TGFR 2k, A8 TGFRHFR
FIPTiissl . AREES TCGFR A4
W P NRK g4 45, EHREM
TGFR WA IFE XA 1EY". LTGFB u] £k 4h
BIEAL ARG E TGFB. 43 &4 F LTGFB %
ko] BE =& 2 # TGFB £ Th Rk iy o7 L. ¢
LTGFB &5 4 a1 %, A B T-HEBT H & fL il
.

2 TGFP HEREEWMHIEHK
P 2 R Z 8BS [ ASHRIR TGFRER &

Hig: WAL
(CHO #R#f)
2 AEXRELTGFB EEHHEH

1 /) e Mt i#
£ Mg 2 o

2.1 KRR

2.1.1 MU/ B Eseqim A AL /R KR
ML/ . A CET 4 40 M 4R 4l LTGFB, LA &
BSC-40 41 M 4> W &) LTGFB,, # e = # 40 4
B. a. 125—160kD (Il /N SE ) 5% 70—190kD

CABCEFEAR MR ) (19 TGFB, W T (R4 &
HE TGFB-BP). HuEix HIjaE M k& FiE
2 HE RN EARYER: TGFB, IERE
VEEER S, A ALK EHAN TGFB -
BP HAREE#EL & TGFB, Mz Kk, Xk
ShE AR EH] TGFR,-BP WLl R 45y 2 B &
M, ERAZANEGF HEETY, Al HHEE
HeWe NP RS EIFHFTIELEESEE
. b.75kD R &AM EHXEL
LAP. €5 TGFB,-BP UL —Xf “HEBXEKH 5
TGFB, UAEIrigiks:. XM E/EH B LI
# TGFB, M Z S S MPtIA e k. Hal
EHIANR, ER LAP 5 TGFB, X F#AH T EH
FHTGFR, M ERE. XEH[IEIHMmE
B LAP (93258 TR, c. 25kD 89 R KA
Bk TGFB,.
2.1.2 IF$F" miFd, TGFBR i[5 op-M
(e.-BEXREFEDHS, B SRHEFE®HILETE
fede. ML Fratifb iy LTGFB, & 750kD
B, Bl -2 F8 oM HM ST BRR
TGFB, #Hl. Af#EM, MEH -Mifids
TGFRIEME G X HE—fiLel, KEE L&
EHIE X TGFB 8y /&R 1E .
2.2 EAWAT

HRRAH . HKSWH TGFB AMR, &
CHO, COS #ifd L B A 293S 4 i 7 & 1K 1)
TGFR,", TGFR," "' i& &4, Bk LAP Ml
AR SN, REES =XEH (I TGFR,-BP).
XFE Y LAP &/ 5808 o B X 5
EH, JF 5 TGFB: & 463 i 88 A8 7 5 90—
110kD W 2 5%. LAP KN A4 &
TGFB,. af WL, “R &Ly LAP B LAE TGFB
AP IEIRTS.

3 LTGFp, #9i&{k. EizHLIE

3.1 LTGFB, &L ETHEEM

BT TCGFR 2 FET KX MMER
dr, b TGFR Rk 4 5 i) B 24 EM 2801k, Xt
TGFB W& HEIZE IR B A IEE. #ELIBM
BIEESY. WTLIBRH TGFRRyEYE. BEAR

s 2. 3 LA g §
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VER TGFRSIRMNE. FEL L, £BAM
THIEYE TGFB, REER[/FEM, URTFHE
WL — BB EAM, TGFB, kR
HEgARERT THEEEARAL R FH
o-M GG ERIE SHMEK, LTGFB W
TGFB, RA KB LM RBEEMS!, Rk
HBREEBARANTABER. X,
LTGFB, REN & BEALY #, BFI AR
HEFE. IR, EIEREEEEY, EH
TGFB, A NB 5+ /F 7 WA RFEE NN
S EER T K.

AT, X% TGFR MV H B2
TEHURIE B 4= 3 R 3 7.
3.2 th5pEL LIGFR AR

KR, BAXREW LTGFE W M Bt 15
WARBRFREEN TGFRIEHE. K1 84T
LTGFB, kg 7K

®1 LTIGFP, M HhEHER

ELE & FR. & 2% TR
pH pH<(3.5 8 pH>12.5 (6]
o # 95'C, 5min [4]
WE# SDS (0.02%) = (8mol/L) [6]
FA=P S 1. :’;;EKD [11]

v B/ B A f1z]
HohseiER  NEAR/FRI4R (12—13]

¥ AL LA

3.3 £EEGTHELNE

LR ESMYER T, B pH, BnE
BN SBEARTREERAEA. Bik Ly
Br, 4k LTGFB & {E{L WL AT B . /FIX I
FHEQKBEISERELEF, E51E
LTGFR AWM AR EHE KB BE,; &
LTGFRE Y 5 AMKREE L S M/ K
MEER, REABK Y EE TGFR™. Hilk, &
ERERIX TN TE, EFEIFRTENE
EHEFRESED, FLE,LAP fl/REHEE
A REAR HX A f L.

3.3.1 #iEMXEDQ LAP

maifk, LAP 5 TGFR WHEEHS
T TGFR, B . MR L A UEHE
B~, LAP 5 TGFR, B EESYHR
T (st EEXEEX.

B T B 1l B IR AL S B
St BRI R & 5|8 LTGFB, #Yi&
£, A1 LAP 5 TGFB, &34/ 5
EFESBOENIRRE. X LAP X8 3 4 Cys
IR E H R R, Cys® 5l TGFB,
M Cys B[ gE# B 3 B, Cys™, Cys™ R
LAP “RIKE MM EE4 5 A &Y. 4,
LAP X3t LTGFB, i BN E
HETR. 25 %S85 1ERHAEE Man-6-
P fIMEWERYY. B X & B, KA EBhRk
B 41 M/ 4 - 13 L 40 B 35 5% 5% R4 LTGFB,
#1iE 1L, AT 8 Man-6-P fI$i Man-6-P 24k IgG
FREMH,; EitS5 Man-6-P/IGF I R
(Man-6-P #1 IGF I #JUIhGEZ 1K . FFE T B F
B4R EO WS RIE LTGF, B, 7
LAP XA FELZTBETRI S, IgERA
KB RAFEBIEL. WMABEBEL
LTGFB,, 2@t x LAP R KE, PR
ARGy 78 LTGFB, MR &£ B IE R
TGFB,.

oy bErk, LAP 5 TGFB, #4H 8.7 A 7]
BB R Mey e, JEmE, Hiaum
(Man-6-P fIHEWRBR) IR A A o] ZALE) STk, Xt
LAP-TGFB, #&1& R & W41 LUK,
#OH S 3 TGFB, M9#% A
3.3.2 FEEHR&AG

FEEIEEFOY — 2R s W
LTGFB,, (EFF AR LR AR (2 RNE Dt
KRy, KZ¥LTGFR, &tk »i&E TGFB,. 3
R REWTE RN N5 PS40 M 3E 3% 3R Y
Bf B 5 (>12h). {E RN B &40 0 . 4R Bg /
o B AH B (SRIRABIRID) . KA A TE AT v B
PR B0 55 T 7 8 DR LS ).

SMIERD TGF, BEMUC S HBE . BFES. £F
YRR ELMOE N (PA) &AL, (] B o) 38 B I B

T
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w2 . 27 4 3 B BUE A W R 2 (PAD 89
AL RSP SESE R R F T LTGFB, #yi§ 4k, AT RE
RN PA-AHEBAKENENL, IR-—1TH
REAFETH RELRD (Z2RHE 3.

7 1 R RO )

©

® TGF-p
£ R I
1 7
M-

el
@?

3 #i8EeiE{t LTGFB By oA

3.3.3 WREMITEILEF

FHBESIREEWRABHHER. S5
B BE 15 1k AR £F 45 40 M 4y WY 50%—60% Y
LTGFB,; A ¥EE/raeiE L EA CHO 4/ /Y
LTGFB, 5t A ML/MER TR LTGFB, ; 358 5% &
T LTGFB, MG LB A FF a8, FH Ik, 4
AR RE R R T & FRIEM LTGFB 8
A HiE R E TS

s % iE

IR T TGFR BB ER G WERTF
%, X JE TGFB AR 5 G X ER . TGFB,
BT EAMEERNYR. LTGFB @ A 5
W55 W WA T R R BAR A E T,
W Fe AT IR, BN RBRK, FRESRATH 2
P oRE. ATLURE, WL LTGFB 54
MAHTERGLR. HE, BT TGFRHIZ
SrAi R LA Y, HAT, X T X RS
ey B 7750, MABRAER -8R £l L,

RN TGFR M ISLB R EAR BB —M B, T
REMULE HEMEROER. XHE, 849
B AR, S FEARFMELT R, L
RiE TGFRE S TABRLZ T HMAEER.
Efri&# T LTGFB v #E thi%¥E TGFB, &
EEN AT, W8 LTGFR &N/ &k
YL, XTE&FHY H LTGFR (A& TGFB),
REFVEIEH, RERZEXEEMN.
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Code Domains and Their Potential Functions.
Lao Weide. (Institute of Biophysics. Academia
Sinica, Beijing 100101). Prog. Biochem. Bio-
phys. (China). 1994; 21 (1): 13

Various sequence blocks. due to their specific
primary sequence box. and/or a curved helical
DNA conformation, and/or a non-f-helical
DNA structure. can be organized in the corre-
sponding higher order structures. and behave
as functional sequence domains recognized and
bound by specific proteins. They may be de-
fined as “code domains”. Code domains are ge-
netically instructive for specific molecular in-
teractions or processes, important not only in
nucleus during interphase and during cell divi-
sion. but also in diferential gene expression
during development and differentiation.

Key words code domain. chromatin super-
structure. centromere. telomere, nuclear ma-
trix. homeobox gene, differentiation and de-

velopment

Structure and Function of Respiratory Chain
Enzyme System. Xu Jianxing. (Institute oj Bio-

o Amm T oaansn Ol Dol e 1TANTNAT L

P’lya“-a. LJAMUEUECIFIIW DEITIILU F ‘.’"‘5 LUUivl Ja
Prog. Biochem. Biophys. (China). 1994; 21
@: 18

The studies in this lab on the enzyme system
of respiratory chain were reviewed briefly.
Two inhibitors which affect simultaneously on
three Q-related enzymes of complex 1. I and
B were synthesized. They could be an useful
tools in the studies of ubiquinone reactions in
respiratory chain. The direct interaction be-
tween TTFA inhibitive site of QH  —QH, of
complex I and cytochrome by, of complex 1
was found. This kind of interactions may play
some roles in modulating the electron transfer

from complex I to complex E. The ‘maxi-

mum reconstitutive activity of lipid-deplited
succinate-cytochrome ¢ reductase with mixed
phospholipids PC : CL : PE=21: 2 + 1 were
obtained. this means not only the lipid but also
thier composition were important for regulat-
ing the enzyme activiy of respiratory chain.

Key words ubiquinone, inhibitor, interaction
Progress in Topography of Ribosomal RNA
and RNA N-Glycosidase Research (1). Zhang
(Shanghai Institute of
Shanghai
(China) .

Jinsong. Liu Wangyi.
Biochemistry., Academia Sinica.

200031). Prog. Biochem. Biophys.
1994; 21 (1: 23

Studies on ribosomal RNA topography play an
important role toward elucidation of the func-
tional roles of rRNAs in protein synthesis.
RNA N-glycosidases are a group of ribosome-
inactivating proteins which inactivate ribo-

N—C
bond of a special adenylic acid in rRNA and re-

somes by hydrolyzing the glycosidic
leasing the adenine. Ricin A-chain is the first
determined RNA N-glycosidase which has
been studied in the greatest detail. Up to the

ized. The action site of RNA N-glycosidases
lies in the a-sarcin domain of 28S rRNA.
Treatment of RNA N-glycosidases induces
conformational change of ribosomes and leads
to the inactivation.

Key words ribosome topography. ribosome-
inactivating protein (RIP). RNA N-glycosi-

dase. trichosanthin

Latent Forms of Transforming Growth Facter-
B: Structure and Function. Long Jianyin,
(Institute of Basic Medical Sci-
ences, Academy of Military Medical Sciences.

Beijing 100850). Prog. Biochem. Biophys.

Wang Huixin.
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(China)., 1994: 21 (1): 27

As a family of multifunctional cell-proliferation
regulating factor, TGF-B has great potential in
clinical application. Both naturaly secreted and
recombinantly expressed TGF-3 are existed in
the inactive form of latent complex. Activation
of latent TGF-B complex is an important path-
way of modulating the biological function of
TGF-B. This review concerns on the molecular
structure of both natural and recombinant la-
tent TGF-B complexes. and their possible acti-
vation mechanisms under physiological condi-
tions.

Key words

transforming growth factor-8, la-

tent complex, activation mechanism

Lipid Containing Protein . Pan Huazhen. (In-

stitute of Basic Medical Sciences Chinese
Acadamy of Medical Sciences. Beijing
100005). Prog. Biochem. Biophys. (China).

1994: 21 (1: 31

Proteins anchored in membrane by fatty acids
or glycosylphosphatidylinsitol have been found
in a wide variety of cells. Recent evidence

shows that the function of these proteins wide-

duction. This review summarizes the progress
in the past few years concerning the structure,
biosynthesis and functions of these proteins.

Key words lipid containing protein. palmitic
acid myristic acid , glycosylphosphatidylino -

sitol. structure, biosynthesis, function

Progress in the Studies on Gene Mutations of
Factor Vll. Geng Jieping. Qi Zhengwu. Chen
Zhu . ( Shanghai Institute of Biochemistry ,
Academia Sinica. Shanghai 200031). Prog.
Biochem. Biophys. (China), 1994: 21 (1): 36
Human factor Vll is an important cofactor in

the intrinsic blood coagulation. Hemophilia A

is the most common severe inherited ble(?ding
disease due to the deficiency or abnormality of
factor VI. Factor VNI gene has been successfully
cloned and expressed in eukaryotic cells that
promotes the studies on the gene mutations of
factor VI widely and thoroughly. This article
introduces the recent progress about this field,
and new techniqués used in researches. The
study on gene abnormalities of factor VE can be
regarded as an excellent example both in depth
and width for researches of the congenital dis-
eases.

coagulation factor Vll. hemophilia

Key words

A. gene mutations

Gene Expression Specifically in Mammary
Chen Rui-
huan. (Unstitute of Biophysics. Academia Sini-
ca. Beijing 100101). Prog. Biochem. Biophys.
(China). 1994: 21 (1): 42

Heterogeneous genes express specifically in

Glands of Transgenic Animals.

mammary glands of transgenic animals is es-
tablished recently in gene engineering. The
milk protein genes and their fusion fashions
with heterogenous genes, the necessary ele-
ments and the possi
expression of the recombinant genes in trans-
genic animals are introduced.

Key words milk protein genes, transgenic an-
imals, mammary-gland-specific gene expres-

sion

Progression in p53 and Rb Gene Methylation.
Yang Heping. Zhou Airu, Tang Jian. (Depart-
ment of Cardiopulmonary Endocrine. Beijing
Medical University., Beijing 100083). Prog.
Biochem. Biophys. (China), 1994: 21 (1): 48
Progress in p53 and retinoblastoma (Rb) gene
methylation is introduced. CpG dinucleotides

are the hot spots of DNA methylation and mu-



