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ME 28S IRNA M e-sarcin B B2 5BBAEABELILNEARAREN. BEFHXEREAR
—F RNA N-#EH8, —FliE RNA N-BEFBEANFT A ECCHE B, RIEHE A R E# 9
DNA BBEFH B R b OFRMEZR DNA. HELZRHE RNAN-BHFMOLRAEX -ZRAVIEHE.
KM EBS X 28S rRNA, HHEHE DNA 130 #E (HIV-1) RNA =fFEW A MRS FERL

il

1 o-Sarcin Z5#g1R 35 & R THEERY
EXH

a-Sarcin B E#E S5 EF1 # 1L & Bt-
tRNA 5B 8EM 455, EF2 1L GTP K
BRI M. {B o-Sarcin #l ricin A #/EH
ZEXBREWMIEMBEFUAR LT o
Sarcin FEMFIKE EF1 H FBE-tRNA 58
PR G5 ricin A BV H EF2 S5EEHSE
&, A& K # EF1 #) & BE-{RNA 5% 8
HEE. BRricin A AT HEB-tRNA
5EBESE S, AAEMIR o-Sarcin XK RN A
MHVER. #F2, ricin A EExt 28S rRNA @
S FEBEMAEARME «-Sarcin B9KBRIES,
T B4R S 8 28S rRNA A H «-Sarcin B {8
JEY). MR, a-Sarcin I §E F& % &2 B & A ricin
A B HBRE. AWBEREAERILE ER
BUEBRHAENE, HHricin A 485 % 28S
rRNA £ — R B8 EE f5 (56 79 10 &) B R — R
BAB/ARE, NTTABP T a-Sarcin B 7K fRES
JEYE. M ricin A EMIEHTERKEE 28
BEEORMRHYH A, o-Sarcin 4b IR
PEIATE L3-La KR AT WREN. XFHEL

XA POREEIME, BB RIEED, RNAN-BEHM, XEHES

{E % Bk F A7 RNA 88 3 1 RNA #3 R 3,
ricin A S E T EIRE 50 A sE R AR
B ER IS .
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¥ a-Sarcin XIREAG 7] 4084 H 2455 8500
. Endo FM'IA A EBMFL R F «-Sarcin K
WIE “IF” 5 OR” MRS ERR. X
5y Ly el AR AL AL R T RE AR B AE
M. EBARFN—HEE RN EMEERE
BRI RSN X—dBhEREFSEEE
B4 & GTP WK ET a3, KRBk ae
HLAKBE-tRNA ## {7 & mRNA #3)). «-Sarcin
£ 28S rRNA G p5—A 26 8] 7K #R ZK ricin A 4%
TE Aused VB AR B2 04 #F {8 o-Sarcin KA H A
& B] W A5 4L A B8 A7 i FELIT 3 2 SR 48 & .

Saxena fll Ackerman® giF ik MR L2
B3t T —4 ribozyme (SR5). X4~ SR5
TE A& S1RE 7E 151 87 L 53 A 2 K f AR A o-Sarcin
K AT 34 K. 4 34 B{LHI SRS —2iF
AN BN RSB R4 fd o, SRS HLAETEAH
F 2 R KR 34 K. K SRS EREZEAF]
PSR RHE R B i 28S rRNA, | & (5 K
EBEam. IEERTH 1T HEETR
SR5M. SR5M 5 SR5 ¥ A — 1T HHRZ =,
SR5M A HEF RNA &M, HEBEMHE
AHER4EY S . SR5 fl SR5M #5 a-Sarcin X
B—HoEREA. UEEREWHAH -
bozyme 5|2 iy XF H A4 H 7= 4 28 40 K Th RE &
M HARLGEB A4 T ribozyme #E4L#7 K
% R. SR5 % SR5M ] fE UL B E K a-
Sarcin XY X RNA M#l#H T EBAREY
Gl

g EATR, HYER T o-Sarcin XI5
HEBEERREREMMEE: %—, cDNA 5
& X RNA 5 o-Sarcin KM EMER; B,
RIP (f1#% a-Sarcin fil RNA N-8§HE5) E1LHY
KR BRPEERTALRE, EREA
REEB B A8 a-Sarcin KIS AH R & ALY
BB 7 i 19 ) 2R B AE Y& R

2 REREOXRGTHEENS THLH
——RNA N-SEE8E

KM EMNIERE (Trichosanthes kirilowii
Maxim) BB —FrPEZ. LT

ZLAK, RIEMEWK E—E#%HF5I =G
S H TR, M EINE. HERE. MH
A AR %E. XESNEBRSEXE
M EH (trichosanthin), HFERIFRXBFEIEMN
KIERFHBEE, ERET 1986 FHKIR
STREMEQN —REN, B 234 MEER
AL {E 8T Collins i sm s il K T R %
MEAMN—REW, h 247 P EERAR™,
5h1EH ZLARF. Collins HH LR EREE
E 5 # S & ERAETRFHE ST, B
45 T i 19 S5 50 45 UE B Collins 35 &
MEERTIIRERMY. BREX—FH, X
EHMEANS TR 27000, Aok, 2—F
H—RREARABEREDR. &L, miEX
EHMEOMEREXHITE P LB T RIE.
Ead X ST AT E MM T ricin 494
KL, Collins 2L ricin A @R BRI,
RIFXEHEB M ricin A BERERFIIHFE
BEHEGE T RENREOSU R /MUY
FERA. EXZH, BEMFEERITXE
MEOASTHENE FEER. BHif LM
MEMBE R H R E MG ricin A S 4E 5 H 4L
EXMEUMETEUERFREVEERT
| HERE. XAFHE Collins F/FHH
BEEZH, UHFEE LR BE AR,
glan, EEYBFEGRHEEHEXEGT —HRE
TFHREREREEE ricin IFEPLEKH.
fE Collins g RIEH & O RE B F/MLE
e, HYHEAEREREEEFEROMRR
H, TE X SR P HELEN.
RIEMEEN —REW S ILHERIRRE
HHE, 32 ricin A BAMHETFEECD A #
(abrin A ) FEFEREE. ETL4HWMIEE
HIWF %, Zhang 1 Wang T 1986 & & 12 H
REMEAR —HRERERREELDS. &
¥, AILREZR=ZENHMLHUER T X — K.
—f&iNK, RIEMEAN RIP HHERHRAT]
FEEER RS E TSR E A L ER0. H
XEEFE-—TRENESNHARE —1ER
B, RIEBEAXMBRRESE G KETR 4
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HE—tERGEY. RERBEAERAI MR
FRITHMESRE, WRAELITZE, flmHZ
HREEGEE XIEREQK DA, FHHA
EFhM, BB R EEBMEM THESE. X
EMEOBRATEEMLTEREEL. BRAES
14 i3 3% 41 B R — Fxd RIP 45 51 S04 40 .
Sperti FRA AR L HEOWHEEA N SBHERL
165 % 6 200 Ak A ST 1 S T F X SR 48 1 A
BIBCRE IR A TV B X e 2 SR AR U RH A B
ARG TR E A RIP R EMWE
HEXK.

RIEHE B R IEEZ MRS FHL
W EF BT A RN EEBEY B RN
AEN A EMIEEIEAT RERELRA
RNA N-¥EHE S, Tlld % —K@KRAF
28S rRNA 5% 4324 iR FFEEM N—C BT
mEZERLE TRAREMBRIAEZRS
e

a. KIE¥MEHEH RNA N-EHFEEEHE.
R E G A FE K BUF 8 S #1887 RNA
FH % B Ab FE S M 28S rRNA R — 44
O FREKA B, XEELEEEREL
EHREN SRR AN, B biRg
RARXEMELRSE RNA N-EHEEH.

b. & 7 KM EHBTE 285 rRNA by
fERfLA. Uricin AERSE, HlET Lk
AS0BERAES WG, AFS, @S
28S rIRNA I E M FFI LB GIE XK EMEA
YEFIF 28S rRNA % 4324 (VYRR HRE.

c. ERESTRENBEINEREK LB
BHBERS. RITAHEBEFRIERT X%
B LB A B YRR IEENS , FFHE
B 1 5 FROBE R LR 1 5 F R BRSNS B3
®.

d. HER TR AIREYE. AXERE
H7E LY KH, [*P] PO, FEMER T B
WAL REN, 28SRNA R B S
A X—ERUHREREQSRLUKBTARZ
BT ANMB N—C BEHEHN.

e. Al [’'H] -NaBH, f1 [*H] -F&EHric

TREMED G XEAZEEEMRER 28S
rRNAUC. %45 5350 B0 K76 $r & 20 38 #% B 1K
Ja{# 28S rRNA L4 T —/ B4, XBEEEH
KM ELE—FKHET AW RNA N-BEH
A, R4 T —FillE RNA N-B #8815 /110
.

REREOREREE D T Y069 55,
RN R SRR X R4 T AW
HE. BAFBY¥EK Casellas F AEE R
FAEB N -HEERES, 1HE R i
chokirin, 4+F & 7 27 000. Trichokirin i @
LA i) 3B B R A, HAE AL 5 ricin A £
AE, Bl RNA N-¥EHEER. Trichokirin Fl
trichosanthin Z [AIf X R G- ST 5.

3 XKewmEQRFE@EIRIE DNA ffiE
FOlT 2 A 2K DNA g

T 36 B M B TR P UR¥EH
BeERAEREEF MBI N ZHEF, X
168 3 2 AE 1 4 4R e X &% DNA fRIE MR A
0 O AR A AR DNADS, I ¥ BE B 3 7= 4 R
M3k DNA, &K ERGE™ £ 24K DNA. X
8 EBEAGEIEMNT2REE DNA. £ ATP
77 76 B B AN BB 3 12 3t ) PR AR IUEE DNA 5528 1,
FERRER. {H2, RIEHED Al LUE A Ry 35
K DNA B b4tk DNA. XK ERES
A LA DNA s Esr F ARIERM. 5 DNA
FREENYIEARR, RERED T — 2 HHE
iE DNA B R EEET. ilEEHA—2F
RUEMEAPHFE—FTFHEET. ITMEET
ATRES RN E A WX RIS k.

BNERZRTIELRERELSERHER
YR IE DNA B eI B 3¢ 2tk DNA ) it 4,
E R B ricin A BEFHERFR - o 4 B 20 ) P R
BEOBEAIMEE.

RIEHE G BEIE DNA M1EA S &
$E{k e 28S rRNA HIfEAI AL FARLIYE. 5
DNA REI N VIBEAR, RIEHEA TR
A% DNA & FiFskp % rs], maiR
7| i BRE DNA FFoRpI IR FF4E. B ERE DNA
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HEETFZREGHREL, mRHENTFRE
MR RR RN RES. RINERECL
W, RIEHMEQFEHTZEESH 288
rRNA B}, B% —iH5| e-sarcin K —1%F
PREIZEIFR G, KBEFF GAGA FIIHHE—
ARERY N—C ¥EE Bk, XERE
H{E B T8 %5 DNA &, Br et 2iRAE
BIEF T FREMHMRIFE, HFEXRPES
VEKEBER R HFACSLREHRE
A GAGA FHR -T2 ANBMBHRE. X
¥ O (UFE & R B A BB VE T B O 3R
DNA. X155 RNA N-$#8 (0 ricin A &)
{RAER MR BERT A BEVE FE F B 1 28S rRNA #y 3R
£ —3. SRWEE DNA WEMKERE, &
BB L+ FREM T F RS e MeE, HX
T E B A REME Al T X Fh2E AU py DNA.

FEHRENE, XERE QB E K
DNA f{E I ATRELL 55— R X7, BPRIE
MEOEEERENFRFOEE (N-BHEBIE
), BMEGH DNA EEABRE, EEFY
Bk SFRENERATSRESZ
BEMNBR BN XERESEX T
BPRERRERRS EEENIRETEE
FHEB TR,

4 XEHmELAFTAEECERET HIV-
D B EN

1989 &, McGrath G XK EH ELTE
SRR T K E 40 M AN 18 YR R G Y B W 4
A RE 5 2N | ST B (HIV-1) g . X
—EHSIETHERAMARPRKMNE. H
&y BABREREHELR B UPHE T B
MEFTHESRAEN. EIERRARF, X4
RKEMEORBELEARUEZRT FHRMERD
RE B, WEE S8 RNA fIEA KRS B
C2pEMTRET. Bk, XTEHEQJEELL
B—myLE ke HIV-1 WEH, BIXERE
HE#EH T #E RNA.

KB ESXT HIV-1 RNA T fE 5 X 28S
rRNA J 82 € DNA #/ER 7 =XM R, HIV-

1 B—FE RNA HREFINE, dEAHKR)S
RELL B 5 RNA ARG B DNA, 84
AFERAKLE BAAROAKENFE
DNA ZERFE 5L T X 2% % W F RNA ¥
RACH TR BB 7 HIV-1 XM EERH
T, KERABESSMFEAESHHER, X
EHRECOURELT -RNFESER(ERE
ssRNA, RNA « DNA, dsRNA) gy EMH#H%
(MERGHR T FREM, HFFREMBR
R, TR BT HIV-1 # 5 #.

5 RNA N-BEH@EHRESEHR

RNA N-#5¥ 85 & — 7K % K BUFF 88 i
28S rRNA % 4324 (R H By N—C #E{F
B, Bl — RS, EEEC At
—PEERE. BENYERANRSERAN
REFENSTE. EEKERTRERE B-HE
F R, B 28S IRNA 3" 88— 424 450 #%
BRI B, ATiERKERE A5
B RNA &4, ZRTNEFKRERRA L.
Bl iX —&H A LR L E RIP /91/F AL
REBT RNA N-$H A 0 55 B o b .
XA ERAFERBE. SHAEMB ST
ot 2 S K ) W VK AR R A A T € RTP
) RNA N-EHBE N, BEREBAZL2A
[0, R SREEASBEHEIA RNA B4R 4 49 1 B
EAE, BAERAFIEREERERFILRE, A
M= —A /M cDNA F B, EHN T3
5 mMEBIRBEMENE—TEEREKE. 5
EERRBIEAR, ATFsl¥yERENEIIE
55" K*P #Ric 5|48 DNA XL #5147
PricZEA R, BOEERE RIP 9 RNA N-
BEHME R AT E R BMmALR. R
NEEMG Y EFENRIESEREKER, 5
Yy RNase 20 5 3™ 4 B 7«09 & ok @& .
X RO B A BB < B M I B S O M S K.
MENRAA— /AR, Zamboni FUHE
FRIZENS 58 28 2 A R YL S e R,
# T AEERAEEN (HPLC) 138t & Bl
EEHEE Tk H HPLC i R B8UE
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BT RN, RERORE RER 2ng
(FHM T 0. 64 Ao Z BRI BEER). X FITE
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RNA N-8EH 5 9 B 7 ¥ B 40 55 ThBE i ff
7K, MENEFONRE. SR IEER
EE. BFRAFSHECHRIELRENEGER K
BFEEEAEH LERPTHARERWHF
E[zo]_

KL BVMEES T - FHA RNA N-
WEHEE W E T RN R R icE N
£ RNA N-B#HEE A RNA N-$H R F
MG 28S fRNA ERHH B E, @i
[*H] -NaBH, # Jfiak [*H] -79 & B8 3% 4% hn il aE
fi 28S rRNA tric bR (2 F°H. i
WS B o = R BE #IE RNA N-BEFFEg 15 4
BAELAEK X—FEREAE, R, AE
WIS, KR EYHRRL. BRrRI1E
EREEEEKF LM ERR S, X—0EN
LEERAEEEFEH# T EEH LN
B9 S R E RNA NS 69 ik
58 SR
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Enzyme Catalysis in Low-Water Organic Me-
dia. Yang Zhen. D. A. ROBB. Ji Liangnian.
(Center for Biotechnology., Department of
Chemical Engineering, University of Pitts-
burgh, Pittsburgh, PA 15261, USA). Prog.
Biochem. Biophys. (China). 1994;21(2): 98
Enzymes are catalytically active not only in
aqueous solution but also in organic media
(low-water solvent system, reversed micelles,
monophasic cosolvent system, and biphasic or-
ganic/aqueous system). Of special interest is
the low-water solvent system. because it is
important to organic synthesis. In this review,
attention is focused on the factors that influ-
ence enzyme catalysis in a low-water solvent
including the role of water, selection of the
solvent and support. some special proterties
acquired by enzymes in such a system are dis-
cussed. Examples of applications with the use
of enzymes in organic synthesis. analysis, and
polymer chemistry. are listed.

Key words enzymatic catalysis, enzyme activ-
ity. organic media, low-water solvent system
The Superfamily of Plant Lectins. Sun
Jianzhong, Wang Keyi. (Shanghai Institute of
Biochemistry Academia Sinica, Shanghai
200031). Prog. Biochem. Biophys. (China).
1994:21(2): 104

Lectins are a kind of carbohydrate-binding pro-
teins. Though they differ in their carbohydrate
specificities, they resemble each other in many
physicochemical properties. By now, a lot of
plant lectins have been sequenced., and some of
their three-dimensional structures have been
established. A few lectin genes have been
cloned. Comparison of their primary sequences
and tertiary structures. we can find that plant

lectins are several large groups of homologous

proteins belonging to a superfamily.
Key words plant lectins. homology compari-

son, protein superfamily

Progress in the Molecular Biological Research
on Fibronectin. Wang Ling. Wang Zhenyi, Qi
Zhengwu. (Shanghai Institute of Hematology,
Shanghai Second Medical University, Shang-
hai 200025 ).
(China). 1994:21(2): 109

Fibronectin (Fn) is a high molecular dimer of

Prog. Biochem. Biophys.

glycoprotein with a series of discrete structural
domains. It is composed of three type repeats,

type I,
functional domain. There is only one Fn gene

I and M. A serial repeats form a

in body, and by alternative splicing it produces
many kinds of Fn polypeptides. which have
different sequences in three variable regions.
Fn is involved in a variety of biological func-
tions. It is very important to elucidate the re-
lationship between the function and structure
relationship by deeply analysing the structures
of its domains and gene.

Key words fibronectin. repeats. alternative

splicing

Progress in Topography of Ribosomal RNA
and RNA N-Glycosidase Research (). Zhang
Jinsong. Liu Wangyi. (Shanghai Institute of
Biochemistry, Academia Shanghai
200031). Prog. Biochem. Biophys. (China),
1994:21(2): 113

The a-sarcin domain of 28S rRNA is involved

in protein synthesis reaction catalyzed by ribo-

Sinica,

somes, It was demonstrated that trichosanthin
is an RNA N-glycosidase, and a new method
for RNA N-glycosidase assay was preliminarily
established. Trichosanthin cleaves the super-
coiled double-stranded DNA to produce nicked
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circular and linear DNA. and other RNA N-
glycosidases also have this endonucleolytic ac-
tivity. The same molecular mechanism may
exist in the action of trichosanthin on 28S
rRNA. supercoiled DNA and HIV-1 RNA.

Key words ribosome topography. ribosome-
inactivating protein (RIP). RNA N-glycosi-

dase, trichosanthin

Transcriptional Regulations of Genes in Eu-
caryotic Cells. Hu Meihao. (Department of Bi-
ology, Peking University, Beijing 100871 ).
Prog. Biochem. Biophys. (China), 1994; 21
2): 117

This review summarizes the transcriptional
regulations in the eucaryotic genes transcriped
by three kinds of RNA polymerases. The reg-
ulatory strategies differ for higher eucaryotic
cells with their huge DNA contents. First,
much greater numbers of transcriptional fac-
tors are required. And second. these regulato-
ry proteins simultaneously bind ot the nearby
specific sites on DNA with proper orders. This
demonstrated that the control of transcription
in eucaryotic cells involves the interaction of
protein factors with specific DNA sequence el-
ements and the interactions between protein
factors.
Key words transcriptional regulations in eu-
caryotic genes, RNA polymerase, transcrip-

tional factors

The Enteraction of Nuclear Factors in the Reg-
ulation of Gene Expression. Shao Hongbo, Chu
Liye. (The Laboratory for Biotechnology. Sip-
ing Normal College, Siping 136000). Prog.
Biochem. Biophys. (China). 1994:21(2): 122
Nuclear factors are increasingly important in
playing part in regulating the expression of

genes. Eukaryotic transcriptional initiation is

controlled by complecated interactions between
cis-acting DNA motifs. and trans-acting pro-
teins. which consist of nuclear factors. Four
sequences involved in DNA sequence recogni-
tion have been determined as follows: zinc fin-
gers: leucine-zippers; helix-turn-helix and he-
lix-loop-helix motifs. Research from viral and
animal systems turn to plant gene expression
systems. Evidence has shown that the interac-
tion of nuclear factors is the basis and pre-req-
uisite for the regulation of gene expression.

Key words nuclear factors, gene expression.
cis-acting sequences, frans-acting factors. pro-

tein domains, plant genes

Factors Influencing the Expression of Foreign
Genes in E. coli. Sui Guangchao. Hu Meihao.
(Department of Biology. Peking University,
Beijing 100871). Prog. Biochem. Biophys.
(China), 1994;21(2): 128

E. coli (Escherichia coli) has been widely used
in expressing foreign genes, but different for-
eign genes may exhibit very different expres-
sion efficiencies. This article is the review of
factors that influence expression of foreign
genes in E. coli, and it will be helpful to know
the information in this field. in order to take
effective measures to improve expression effi-
ciencies of foreign genes in E. coli.

Key words [E. coli, foreign gene. vector,

gene expression

The Application of Antisense in Cancer Re-
search. Sun Congmei, Zhou Airu. (Depart-
ment of Biochemistry, Beijing Medical Univer-
sity, Beijing 100083). Prog. Biochem. Bio-
phys. (China). 1994:21(2): 132

Antisense can be used to control the expres-
sion of specific genes. When targeted to specif-

ic messenger RNAs or specific sequences of the



