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circular and linear DNA. and other RNA N-
glycosidases also have this endonucleolytic ac-
tivity. The same molecular mechanism may
exist in the action of trichosanthin on 28S
rRNA. supercoiled DNA and HIV-1 RNA.

Key words ribosome topography. ribosome-
inactivating protein (RIP). RNA N-glycosi-

dase, trichosanthin

Transcriptional Regulations of Genes in Eu-
caryotic Cells. Hu Meihao. (Department of Bi-
ology, Peking University, Beijing 100871 ).
Prog. Biochem. Biophys. (China), 1994; 21
2): 117

This review summarizes the transcriptional
regulations in the eucaryotic genes transcriped
by three kinds of RNA polymerases. The reg-
ulatory strategies differ for higher eucaryotic
cells with their huge DNA contents. First,
much greater numbers of transcriptional fac-
tors are required. And second. these regulato-
ry proteins simultaneously bind ot the nearby
specific sites on DNA with proper orders. This
demonstrated that the control of transcription
in eucaryotic cells involves the interaction of
protein factors with specific DNA sequence el-
ements and the interactions between protein
factors.
Key words transcriptional regulations in eu-
caryotic genes, RNA polymerase, transcrip-

tional factors

The Enteraction of Nuclear Factors in the Reg-
ulation of Gene Expression. Shao Hongbo, Chu
Liye. (The Laboratory for Biotechnology. Sip-
ing Normal College, Siping 136000). Prog.
Biochem. Biophys. (China). 1994:21(2): 122
Nuclear factors are increasingly important in
playing part in regulating the expression of

genes. Eukaryotic transcriptional initiation is

controlled by complecated interactions between
cis-acting DNA motifs. and trans-acting pro-
teins. which consist of nuclear factors. Four
sequences involved in DNA sequence recogni-
tion have been determined as follows: zinc fin-
gers: leucine-zippers; helix-turn-helix and he-
lix-loop-helix motifs. Research from viral and
animal systems turn to plant gene expression
systems. Evidence has shown that the interac-
tion of nuclear factors is the basis and pre-req-
uisite for the regulation of gene expression.

Key words nuclear factors, gene expression.
cis-acting sequences, frans-acting factors. pro-

tein domains, plant genes

Factors Influencing the Expression of Foreign
Genes in E. coli. Sui Guangchao. Hu Meihao.
(Department of Biology. Peking University,
Beijing 100871). Prog. Biochem. Biophys.
(China), 1994;21(2): 128

E. coli (Escherichia coli) has been widely used
in expressing foreign genes, but different for-
eign genes may exhibit very different expres-
sion efficiencies. This article is the review of
factors that influence expression of foreign
genes in E. coli, and it will be helpful to know
the information in this field. in order to take
effective measures to improve expression effi-
ciencies of foreign genes in E. coli.

Key words [E. coli, foreign gene. vector,

gene expression

The Application of Antisense in Cancer Re-
search. Sun Congmei, Zhou Airu. (Depart-
ment of Biochemistry, Beijing Medical Univer-
sity, Beijing 100083). Prog. Biochem. Bio-
phys. (China). 1994:21(2): 132

Antisense can be used to control the expres-
sion of specific genes. When targeted to specif-

ic messenger RNAs or specific sequences of the
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DNA double helix, antisense inhibit transla-
tion or transcription. Both strategies can be
applied to control the expression of oncogenes
and growth factors in tumor cells. Here. the
application of antisense was reviewed in cancer
research briefly. a. Inhibition of oncogene and
growth factor expression to suggest their func-
tion in tumor cells. b. Discrimination between
proto-oncogene and activated oncogene. c.
Problems and approaches in antisense gene
therapy.

Key words antisense. oligodeoxynucleotide.

fumor

Thermogenesis in Brown Adipose Tissue and

Its Regulation. Ye Zucheng. Cai Yipeng.
(Dept. of Biology, Peking University. Beijing
100871). Prog. Biochem. Biophys. (China).
1994:21(2): 135

Brown adipose tissue (BAT) is a kind of facul-
tative-thermogenic organ. especially important
in small mammals. The key element in BAT
heat production is the uncoupling protein
(UCP). a unique protein located in the inner
membrane of BAT mitochondria. Thermogenic
stimulation of this tissue opens the UCP’s pro-
ton channel. results in a proton short-circuit.
thus bypasses the relatively small amount of
ATP synthetase present in BAT mitochondria
resulting in a severalfold accelerated oxidative
metabolism. The structral and functional state
of BAT is regulated by many factors, such as
norepinephrine. thyroid hormone, insulin,
pH. and food. enviormental temperature etc.

Key words brown adipose tissue. uncoupling

protein, proton channel. facultative thermoge-

nesis. norepinephrine

A New Era in Production of Monoclonal Anti-
bodies. Zhang Zhiwen. Zou Changjiang. (De-

parment of physiology, Beijing Medical Uni-
versity, Beijing 100083 ).
Biophys. (China), 1994:21(2): 139

Construction of complex antibody libraries that

Prog. Biochem.

expressed soluble antibody fragments on the
surface of fd-phagemid with high screening ef-
ficiency subjected to rounds of in wvitro muta-
tions. The individual antibody gene can then
be affinity matured by emulating the process
that occurs in B-cells in vivo . The affinity ma-
tured antibody fragments are selected for their
ability to bind antigen after phage recovery.
This novel recombinant DNA methods may re-
place the technology of using mice and hy-
bridoma for the selection and production of an-
tibodies.

Key words antibody fragment, surface dis-

play vector, affinity maturation

A Current Break Through Electrophoresis
Technique with Supermost Resolution: Immo-
bilized pH Gradients Isoelectrofocusing. Guo
Yaojun. Guo Qiang. (nstitute of Biophysics,
CAS, Beijing 100101). Prog. Biochem. Bio-
phys. (China). 1994:21(2): 143

The mentioned immobilized pH gradients iso-
electrofocusing is a electrophoresis technique
developed in 80’'s. An approximate linear pH
gradient is genarated by titrating weak acidic
and basic acrylamide derivaties which then co-
valent bound into the polyacrylamide matrix.
The pH gradient is stable and independent of
electric field fluctuation. The present method
provides higher resolution and larger loading
capacity comparing with conventional carrier
ampholyte isoeletrofocusing. It can analyse
and purify protein with only minor pI differ-
ence.

Key words isoelectrofocusing (IEF). immo-

bilized pH gradient (IPG), carrier amphelyte



