1995; 22 (5) EHit ¥ 54 MME R

Prog. Biochem. Biophys. * 415

Jun, Wang Jun, Jia Hongti (Department of
Biochemistry and Molecular Biology, Beijing
Medical University, Beijing 100083, China).

Abstract
TFIID and TFIIB required for initiation of

transcription in the three kinds of classic

General initiation factors SL1,

genes in eukaryotic cells respectively are mul-
tiprotein complexes that consist of a universal
subunit termed TATA-box binding protein
(TBP) and a set of TBP associated factors
(TAFs). The C terminal domain of TBP,
which is highly conserved in a wide variety of

species, interacts directly with TATA element

or binds to DNA through TAFs. TAFs are
polymerase

specific and promoter-specific.
In transcriptional initiation, some of the
TAFs are expected to function as adoptors for
TBP-DNA interaction, some of them may
serve as bridging proteins that allow the other
TAFs interact with TBP in the assembly of
transcription initiation complex, and some as
coactivators may mediate transcription initia-
tion activated by sequence-specific activators.
Key words general initiation factor, TBP,
TAFs, transcriptional activation
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Antisense Peptide and Its Application in the
Separation of Bioproducts. Lin Qishan, Liu
Guoquan (Institute of Chemistry, Academia
Sinica, Beijing 100080, China).

Abstract

antisense strand of DNA can bind to sense

Antisense peptides encoded in the

peptides and proteins with significant affinity
and selectivity. Sense-antisense peptide recog-
nition observed in many systems lays a foun-
dation in the separation of bioproducts, espe-
cially in the selection of chromatographic
affinity ligand. Affinity chromatography im-
mobilized with antisense peptides will be a
best alternative choice for separation of
biotechnical products.

Key words antisense peptide, specificity in-
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