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FEEHNZEWHAN, PEAMESATH 41 E
A5 GPC Bl EAEH. Alloisio i i Xt 2 H
HMaSBE 4.1 EEGRZ K GPC B Z WL H
FHATHR, KM ERLHR PPEORRZ,
PPEHBRZESW 4.1 EHH GPCRZ EH —
EHMHEXR, AR PEASSHWF
4.1 EHM GPC ¥ B A9 AR & 52 5 RS BUZ [H]
MELES). B 4.1 FH. PPEH. GPC X
FMHEXRZERIMAER, LBRZHEER
A B HEIEHE .

Gascard " IE & B #1 Leach % 4T 40 ffd i
wRA BRI (IOV) RREF 4.1 EAMLE S
B, BW4 1 EAEHELLNESNESNEE
MAMBLEMAM SR, KPP GPC/DES
BRIEFLART 4.1 EAEEMAGLE (4
4.1 EHEMELEESAERN 10%) K
BEEM 0L TE K.

gr LR, i 4.1 EE5 GPC/D M TE
HMEVER, BTSSR 440 H BT & 3
AR, (EHBABTREEEERII LR
BB, MELEHEARTFANERE. HI,
ERNEERSET GPC/D 5% 4.1 EHEW
MEERVLE . HEEANETLUERFREN
A REENE/FTH - EHEMEA.
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The Progress in Binding Sites of Protein 4.1 on
Glycophorins C and D of Human Erythrocyte.
Jiao Xinfu, Shu Huying ( Tongji Hospital,
Tongji Medical University, Wuhan 430030,
China).

The human erythrocyte membrane
skeleton protein 4.1 interacts with glycophorin
C/D (GPC/D). This interaction particularly
determines the shape and the mechanical proper-
ties of the red cell. A number of workers have
provided evidence for the interaction. Recent
publication has reported that GPC/D provide
major membrane binding sites for protein 4.1 in
normal erythrocyte, and the sites are located on
amino acid residues 82 ~ 98 of GPC and 61~ 77
of GPD.
Key words erythrocyte membrane skeleton,
protein band 4.1, glycophorin C, glycopho-
rin D, binding site

MEBFLE S EQNERSTIEE

4

%

(E¥EFBFREEFFFEEFRI, K 300050)

RE MAMSEES (RBP) EMHANHEHREERD, FHAEITFRAYRYREESRE
(lipocalin) W—AEEM A, HEMSTRHFRERBEIMFENER, XENMETHRANSSE
HEHR. SHFRER, R THRANESEA SR ZAEHEER L AMENES.

*@iA MEMEEEO, S, MEAM

WA EH . 1995-04-20, [E HH: 1995-06-12
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MERESEH (RBP) BUHM (44
EA) HEMNRAEEH, RBPEANKAHH
HIM RS FRNEY, RUEFZHREMNAF
PR FEEAR S TR, IR ERs
B R EEEA R fER, NN RREE
HEadBEPREN; FA, RBP EXME
BEHBERERTER, 45 0WKXHEY RBP
(holo-RBP) H5AK% & ¥ # B RBP (apo-RBP)
M 89 L REE R T & A AR R B RS
i, I3 * apo-RBP/holo-RBP W Z F & B,
FEKIB S ALAM BRI, Fatiil
BB R R AFANAS W, ST EREAE TR
ARSI LSRRy B, E
£k, RBP 1E A4 &/ F oK A 8 ik
EHFKIE (lipocalin) W— 1M EHEMR, HE
HWE DB R SR AT R, XPHBER
RZEZERFIOEUEAKXR, BEMNHR

FREMUN S EEMMERPEHRE L. B
WEEMD. ANKEET T HEW 58
BEFR, HITX—RBREEAMER, BRR
REA R EDFERILE .

Kanai 7T 1968 FEH L B4 T RBP,
HHRTENBIFE, 2F, REXREX
RBP i#f7 T BB L4, Al RBP £
—ME—RENEAR, NBRIKEBERHAN
BREH, S FEHNH21000, 5F 1821 F
HEEERE, MFESE 40~50 mg/L, FIERE
2.13~2.30, (FEHMARN0.5d, AREHN
5 mg@RAFTEEL.

AlL3 RBP 182 M EERBEREMN RS
K, SRR S B, £FBEmE

C BHFImMAE 1R, HE DNA REEFR

FFIESE, AJF cDNA CEEt E g,

1 10 20
H:N-Glu-Arg-Asp-Cys-Arg-Val -Ser-Ser -Phe-Arg-Val-Lys-Glu-Asn-Phe-Asp-Lys-Ala-Arg-Phe-Ser -Gly -Thr-

30 40
-Trp-Tyr-Ala-Met-Ala -Lys-Lys- Asp-Pro-Glu-Gly-Leu-Phe.Leu-Gln-Asp-Asn-I1e-Val -Ala -Glu-Phe-Ser-
50 60
-Val-Asp-Glu .Thr-Gly .GIn-Met Ser -Ala -Thr-Ala -Lys-Gly - Arg-Val-Arg-Leu-Leu-Asn-Asn-Trp-Asp-Val -

70 : : 80 ' 90
-Cys-Ala - Asp-Met-Val .Gly - Thr-Phe-Thr-Asp-Thr-Glu-Asp-Pro-Ala-Lys-Phe-Lys-Met-Lys-Tyr-Trp-Gly -

. 100 110
-Val-Ala -Ser -Phe-Leu-Gln-Lys-Gly -Asn-Asp-Asp-His - Trp- Ile - Val-Asp-Thr-Asp-Tyr-Asp-Thr-Tyr-Ala -

120 130
-Val-GIn-Tyr-Ser -Cys-Arg-Leu-Leu-Asn-Leu-Asp-Gly - Thr-Cys- Ala-Asp-Ser -Tyr-Ser -Phe-Val -Phe-Ser -

140 150 160
-Arg-Asp-Pro -Asn-Gly - Leu-Pro-Pro-Gln-Ala -Gln-Lys- Ile-Val- Arg-Gln - Arg-Gln-Glu -Glu-Leu-Cys-Leu-

170 180
-Ala-Arg-Gln -Tyr-Arg-Leu-1le-Val-His-Asn-Gly-Tyr-Cys-Asp-Gly-Arg-Ser -Glu- Arg-Asn-Leu-COOH

B 1 RBPH—&ZEHK

AIfi3K RBP #&#4 & %6 8 Haupt Al Heide
1972 FMER, {1828 RBP éHR &
Xt X ST AT E, 1984 4£ Newcomer
FESILHBRRERETHT X HE0H
mfk, BT RENZEWE; WEP RBP 1]
PSR GEARE, EIRTHESZER
B, BERESHEAFY. RBP MESHBIE
FE. FERB RBP 96 341 Z6E, oF+
FEEHREHBMHDS. Z2J5, A% RBP

ZRIEHBHTRABRA, YHEERREN
ZEHED, EEMEMMLLE. Z2EEHES
BIEHEHR (TTR) MIERAN A FHT T H A
BB, _

RBP ZHEHWELX, BHTF 6 &%
BEFR3E. Asnld. Asnd0. Asn65. Asn66.
Cys160 il Argl63 B o« BIEMH 1/, HZ
ML BT BEM IE, A8 R TFITH B

BEW., TBRERSEH, A —1TH 121E
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ERMBREHRY o« BIE, UENHM CwmX  ERHE 2.
CR SEBp B, 7 Bk M o 12
RITBLEW A: 22~30 BiFBLEMH B: 39~47 BITREM C: 53~62
BTG D: 68~78 pIT LM E; 85~92 BT ML F: 100~109
BITR/RL G 114~123  pIFBALH H: 129~138 o WHE: 146~158
EIegk 1. 31—~38 KIebER 2, 48~52 BEHEGEH 3, 6367

RILLER 4. 79~84
RILGER 7. 124~128

KRG S:

93~99 KICEM6: 110~113

B2 RBP _REMETHEERBREMNE

X 8 B AT B Bk + K B 78 25 [|) 44 %
—AMRTeEL. NEFERITHY PR~ 4
XA “BH” 45HIRY ABCD RK Bt A] #% XU &E g
MM T F 5 EFGH BkBRE &, W4 ¥4
FHIRESR AR 178", X1 “BH” RTalt
B, EATEHREERKRMEE, FHBIT
B2 BT EUKE BB “BR” BRI
HAEH BT, X—NIEEHBRRE. “B
B MRS MERELTERNE
#i, HRBRE"MAORBMN THUYETHN
ar, WLl B EEMHE L, BRE SRLE
CRER) A NS BAR R RBP.

7 RBP BT BEMIIE M “BA” MEAE
BHZGEME RS 31 ~ 38, 48 ~ 52,
63~67H193~99, XMHER “BH” M “Z
B AR S, “ZBE REMERSEAKX
W, MEMSEE S FERFUKHEER, W
HME4H RBP REWHR|AHEAN TR,
HEERMFA OB, Holo-RBP # apo-RBP
g B A, KAl R K ikB R
34~37, H51E Leuds Ml Phe36, TEARGES
WA}, Leu35 1 Phe36 BIMENM T “BH”
ADLL, EE5MEMIG, Leuds MR “B
B B9 5N, T Phe36 BUMIENI S “B HE”
B ] 5 1 R IR I TE LR K VE R, 3R
% 34 71 37 Wik F 35 1 36 REM M AL
WREL, BEHMNRFUANHE; KE4
B2 48~52 %E, HTEEUEN HWR
WA BREEMIH 64—68 Wk T4
EHEMERREEM, BEMIHHRT

b, XINEEEHMEMBERAE RIS,
X R EEMPZIHEREEAEESNERE
TR HE AR R A K. Xk REREA
FHEFRTHEMIEREE RBP o] A A FRHEE
BREMBEN, RNEiR RBP SMEBTEDH
FMH, THEEALHEHEUNERHS
RBP B #L, XHiHAMNETRLESR
RBP FERHHBKMHEEEHAREBEEN, B
AREEEERDE.

RBPH#ZMEBMEXRAHAHAR NS
FiRFIER, BiS TTR M2 EMHEER.
BT 38 1 RBP cDNA B8 & it % 09 7 g # 17
MM TR RBP P =1 K EEH
31~37,62~68 f1 92~98, F{UHIRMBEML
S E 048" mAD, mHRE 62~68 f
92~98 T2 W AIEES TTR 1 RBP Z &4
HERAXH, P Leu RE L63 1 Lo4 ¥k
A% Arg fl Ser, W RBP AP ZEMIEETE
TR, 92~98 HRERK, RBPEASEI TTRH
oheeediesk, HFHMNMEHHE S SHE
MF. Leu3dsS ZF#: % Pro, W RBP 44 TTR
THEER A W58, EAEWE5ZEHHEEIER.
XLt B, 454 TTR M8 2 &H RBP
i KRR AU

WA RBP WML S LA R Y
RePg, WAL &, B4 RBP I — R4
HERAERKY OIS E5ERBEREEL
EHEEMBRENSEE BN, (IEHHIIE
KB RBP H145 43 {ify Ala RAEAHPIH Val
BRI, 3+ H RBP WL EBE S L REXR
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- Key words

Retinol-binding Protein: Structure and Func-
tion. Jin Hong ( Institute of Hygiene and Envi-
Academy of Military
Medical Sciences, Tianjin 300050, China).

Abstract

ronmental Medicine,

Retinol-binding protein (RBP) is a
carrier transporting retinol (vitamin A), and is
an important member of lipocalin family which
can bind small hydrophobic substances. The
studies of structure and f{unction of RBP are
given much attention by scientists. The progress
in properties and structure of RBP is summa-
rized, and the binding sites and structural fea-
ture of the interaction of RBP with transthyretin
and receptor are discussed.

retinol-binding protein ( RBP),

structure, retinol
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B4k

(FREFNFREMEZF R, JLK 100850)

BE HAHEMNE-2 K vy (interleukin-2 receptor ¥ chain, IL-2Ryc) &2£9 3 R EBLA 1L-2 2K

Bz, EFMESEEHE.

FERMAIL2ZROER, MEENARETFREBRERASS IL4,

IL-7. IL-9 A1 IL-15 Z AR AT RER IL-13 REDBHEE SR, IL-2Ryc EEEWSREMES
R FERURRAEEMCHYE. IL2Ryc MEEEFHREFBAX X R EKEMERRS LR
MR (X-linked severe combined immunodeficiency, XSCID). H M, M8 IL-2Ryc EEH EHBERE
THEWEER, MTHRHCHRMNERKEAFTFNS R, RENERHASFRNERAFEENES

X®RiF SERAR2RE v 8, EESGHSUE, REKEN, FS5ES XREAKEMNAERS

S B R B

FARAE-2 (IL-2) SAREFEHM
XZEAMEERG, £ T 48, B 408
NK SARMEREZ TSR ZEY*¥3TH
BB, EYHRAZAETIAN IL2 ZEh « fB
BAR, FHEMEAR. . KRR FE
MAMRE, 5IL2/ERERERRNEY
FRN, BAZHARRY IL2 ZERNFES

MRS E5EIEHESYHAR.
1 AIL2Ry @&09%

PRl R REA® . PAEM S IL-2R BIE K
TENKBARIFRIE=FRD: a. REXE

R H #T. 1995-04-24, #E HH#A. 1995-07-17



